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Fig.3 Filamentous growth and morphological characteristics of fungi isolated from antique paintings on SDA solid media
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2 583 Aspergillus flavus KF908785 99
3 574 Aspergillus niger strain WA0000019042 KF908786 99
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7 561 Aspergillus niger strain SS10 KF908790 99
8 575 Rhizopus oryzae strain CBS 146.90 KF908791 99
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Isolation and identification of molds from ancient Chinese calligraphy and
paintings in museums

TANG Huan' ,WANG Chun',FAN Wen —qi', ZHOU Li — kun', MA Guan — hua’

(1. China Three Gorges Museum, Chongqing,400015; 2. College of Plant Protection, Southwest University, Chongqing 400716 )

Abstract; Contamination by mold is a major potential risk for ancient Chinese calligraphy and paintings on display
in museums. The isolation and identification of these microorganisms is helpful for developing a useful approach to
control deterioration. In this study, the traditional pure culture — dependent method was performed, and 8 strains of
mold were isolated from the paper paintings. In addition to typical mold characteristics, they were identified by ITS
sequencing. The results of the morphological and molecular biological investigations show that Aspergillus spp. , Rhi-
zopus spp. and Trichoderma spp. are present in these in these specimens.

Key words: Mold; Calligraphy and painting heritage ; Cultural relics; Isolation and identification ;TDNA — ITS
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