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Analysis for prognosis of multiple myeloma patients with multiple FISH abnormalities
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Abstract: Objective To analyze the prognosis of the multiple myeloma ( MM) patients with two or more kinds of abnormal FISH
(Fluorescence in Situ Hybridization) , and screen the MM patients with poor prognosis. Methods A total of 767 newly diagnosed MM
patients who were admitted to our hospital from July 2011 to February 2017 were enrolled. All the patients were examined by FISH at
the initial diagnosis. The detected probes of FISH were directed to IgH translocation, t(4;14), t(11;14), t(14;16), 17p—, lq am-
plification and —13/13¢q—, and the effects of all the FISH abnormalities on prognosis were analyzed. Results Multivariate COX regres-
sion analysis showed that 1q amplification, 17p— and t(4;14) were independent factors for poor prognosis in MM patients. The patients
were further divided into 7 groups by different combination of the three prognostic factors, i.e.,lq amplification, 17p— and t(4;14).
Only 295 (38%) patients accompanied with 1q amplification, 37(4.8%) patients with 17p—, and 38(4.9% ) patients with t(4;14).
Furthermore, 42 (5.4%) patients accompanied with concomitant 1q amplification and 17p—, 77(10.0% ) patients with concomitant 1q
amplification and t(4;14), 6(0.7%) patients with concomitant t(4;14) and 17p—, and 13(1.7%) patients with 1q amplification,
t(4;14) and 17p— simultaneously. The last two conditions were not included in the survival analysis due to the small number of pa-
tients. The 3-year PFS ( progression free survival) rates were 32.6%, 27.0%, 60.4% , 27.3%, and 25.7% in the first 5 MM groups,
respectively, and the 3-year OS (overall survival) rates were 63.0%, 52.8%, 86%, 59.0% and 55.2%, respectively. There was no
significant difference of OS between the patients with only 1q amplification and those with combination of 17p— and 1q amplification, or
between the patients with only 17p— and those with combination of 17p— and 1q amplification (P=0.651 and P=0.339, respectively).
Conclusion Both 17p— and 1q amplification should be the high-risk prognostic factors for MM, but the patients with combination of 17p—
and 1q amplification did not increase their risk of poor prognosis compared with the patients with only 17p— or 1q amplification alone.
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