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Correlation between Clonorchis Sinensis Infection and MN Blood Type Gene
in Guangxi Zhuang Autonomous Region
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Abstract: Objective To investigate the distribution of Clonorchis sinensis in high incidence and low infection population in Guangxi
Zhuang Autonomous Region and the correlation of MN blood group gene, so as to understand the infection situation of Clonorchis
sinensis, and lay a foundation for the prevention and treatment of Clonorchis sinensis.Methods Two representative regions that
Wuming and Guigang(Pingnan) District for the Guangxi Zhuang Autonomous Region were taken as the research objects. There were 1
200 residents aged 15~65 years old that 500 cases in Pingnan District of Guigang and 700 cases in Wuming. The anticoagulant and non-
anticoagulant blood for 3ml were collected and IgG antibodies of Clonorchis sinensis were detected by enzyme linked immunoassay
(ELISA). The MN blood type was detected and the M® and M" types were identified by genotyping.Combined with the total number of
people investigated in the two areas with the positive rate,negative rate of antibodies against Clonorchis sinensis and the serological and
genotyping of MN blood type were taken as the statistical data. Results  The infection rate of Clonorchis sinensis was significantly
differentin two regions with the same living and eating habits. The infection rate of Clonorchis sinensis in Wuming area was as high as
62%,and the M gene frequency,the N gene frequency,the M® gene frequency frequency and the M" gene frequency frequency were
72%, 28%, 68.6% and 31.4%,respectively. But there’s a difference in Pingnan District of Guigang were the infection rate of

Clonorchis sinensis was 3.4%, and the M gene frequency, the N gene frequency gene,the M gene frequency and the M" gene
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frequency were 69%, 31%, 82.3% and 17.7%, respectively. Conclusion The infection rate of Clonorchis sinensis in two

populations with the same living and eating habits was significantly different. But no significant difference was found about erythrocyte

glycoprotein blood group M, N, M®and M" gene frequency. In addition, there was no direct correlation between dietary habits and

susceptibility factors of Clonorchis sinensis.

Keywords: Clonorchis sinensis; blood type glycoprotein; M, N, M®and M" gene frequencies
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