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Long-chain non-coding RNA MALAT-1 inhibits proliferation and invasion and in-
duces apoptosis of renal cell carcinoma cells by regulating EZH2-f-catenin signaling

pathway

PENG Hao', WU Yu-dong®,LI Jian',LI Hao',LIU Yuan-guang'

(1. Department of Urology,Zhoukou Central Hospital,Zhoukou 466000;2. Department of Urology, First Af-
filiated Hospital of Zhengzhou University,Zhengzhou 450052, China)

ABSTRACT :Objective To investigate the expression of long-chain non-coding RNA MALAT-1 (LncRNA MALAT-1) in
tissues and cell lines of renal cell carcinoma (RCC) and its mechanism in regulating the proliferation,apoptosis and invasion of
RCC cells. Methods  The expression of MALAT-1 in heathy tissues, RCC tissues, HK-2,786-O, ACHN and Caki-1 cells were
detected with qRT-PCR. The 786-O cells were randomly divided into 3 groups: MALAT-1-siRNA silencing vector group (si-
MALAT-1 group) ,MALAT-1-siRNA negative expression vector group (si-NC group) and blank control group (blank group).
The cell proliferation,apoptosis and invasion abilities were detected with CCK-8 method, flow cytometry and Transwell, respec-
tively. The protein expression levels of EZH2 and B-catenin were detected with Western blot. Results  Compared with healthy
tissues and HK-2 cell line, RCC tissues,786-O, ACHN and Caki-1 had significantly higher expressions of MALAT-1 (P<C0.05).
Compared with the blank and si-NC groups,the si-MALAT-1 group had significantly decreased activity and invasion ability of
RCC cells, but significantly increased apoptosis rate,and increased protein expressions of EZH2 and B-catenin (P<C0.05).Con-
clusion LncRNA MALAT-1 is up-regulated in RCC cells and tissues. Inhibition of MALAT-1 expression can inhibit the pro-
liferation and invasion of RCC cells and promote the apoptosis. The mechanism may involve the down-regulation of EZH2--
catenin signaling pathway.
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