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[ E) By @dnBmaErntae L A5 K BILINE o P Ao Ffe gk & P LncRNA MEG3 &
B, AR ARG R E L, FiEGER 2017 2 AE2019 1 A LT R AT ERA L&A
LR PSS ERIGE R ERE M L AE X EBIL103 6, B I E KK Bk B340 )L 103 4] 4 23 88
0, AR SBIE B ILSL A dn A 2w RO Ae Bk JE T qRT-PCR %4 LncRNA MEG3 &% , 547 5 &
LI R IR BLAFAER TG % 2, BRI B A b EFeE E 20 % LS E e 3 A 4w f0 A i+ Lin-
cRNA MEG3 & A R-FAR A R ZF IR, AL 2 F A 43T 5 ZF (P 3<0.05) ;48 BE FEFEE
28 % )L SF A ot S A g fe Ao ik P VEGF mRNA F A KPR AR EF &, HE L £ F A %t 5 &0
(P 39<0.05) , FILINEA fn e A dtm il % gk % F LncRNA MEG3 %£.i5 /K -F 15 VEGF mRNA % ik /K -F
¥ 2 RAE(P 3<0.05), Akt B g J7 i RIE 5 & 2w B OUSHE fo S A4 4w i B SR i P LncRNA
MEG3 %k /K -F 3 2 FK T LadH s & R FF K 2% £ IL(P<0.05), AdH L VEGF F & ik LncRNA
MEG3 1k &k X Z % hsm M Em L A F L BILLRARR TS A% E % (P 35<0.05), &t xR 24
b e E A & IUSH A e AN At B Ao JE R P LncRNA MEG3 & ik /KPR K B 3 A&, TTHe 5 0% Ak
2 AE KRR AERRERBILTGH £,
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Expression of LncRNA MEG3 in Peripheral Blood Mononuclear Cells and

Sputum of Children with Viral Bronchiolitis and Its Significance
ZHU Lianhai, HE Changsheng, et al
( Jiuting Hospital in Songjiang District of Shanghai
Shanghai Songjiang District 201600, China)

[ Abstract] Objective: To detect the expression of LncRNA MEG3 in peripheral blood mononuclear cells
and sputum of children with viral bronchiolitis and analyze its clinical significance. Methods: 103 children
with viral bronchiolitis admitted to Jiuting hospital and Songjiang Central Hospital from February 2017 to Janu-
ary 2019 were selected, and 103 healthy infants and children in the same period of physical examination were
selected as the control group. After collecting peripheral blood mononuclear cells and sputum, the expression
of LncRNA MEG3 was detected by qRT-PCR, and its relationship with clinicopathological characteristics and
prognosis was analyzed. Results: The expression of LncRNA MEG3 in peripheral blood mononuclear cells and
sputum of children in control, mild, moderate and severe groups decreased significantly in turn, and the

differences between any two groups were statistically significant (P <0.05). The expression level of vascular

[Aem B ) LETHEZRRAERAHFFXNRAD, (% F:17ZR1702037)
[ 8 RAE ] 3% 1
- 946 -



ok & 4

HEBEI MEDICINE

FE205 H6H
2020 F 6 B

Vol.26,No.6
Jun. , 2020

endothelial growth factor ( VEGF) mRNA in peripheral blood mononuclear cells and sputum of children in
control, mild, moderate and severe groups increased significantly in turn, and the differences between any two
groups were statistically significant (all P<0.05). The expression level of LncRNA MEG3 in peripheral blood
mononuclear cells and sputum was negatively correlated with the expression level of VEGF mRNA (all P<0.
05). The expression of LncRNA MEG3 in peripheral blood mononuclear cells and sputum of children with al-
lergic history and post—discharge asthma was significantly lower than that of children without allergic history
and concurrent asthma (P<0.05). Allergic history, high expression of VEGF and low expression of LncRNA
MEG3 were risk factors for adverse prognosis in children with viral bronchiolitis (all P<0.05). Conclusions:
The expression of LncRNA MEG3 in peripheral blood mononuclear cells and sputum decreased significantly in

control, mild, moderate and severe groups, which may be related to the occurrence and development of viral

bronchiolitis and the prognosis of children.
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REEMREIANREREEAXAERRENT N,
SET2HUTAERE2~6 MNA B4 ILBEK, BT
W RENR EFIREE RATERFEE S W, L5
ARERLEEAXRERAREESR LS, K
MEELAERARMM, FHNT 6 MA BT
R BT E s HAEmERE, "EYHEILE
HRAERED , RSB R BUR 206 97 3t 45 4
RHEALEAR  AERAI\TEAEEEN, REKE
WX RERRE KRS R A MR AR AE R LA
Ko Tao EH X KN, "R A MFFELENEWE
B B 4180 F LncRNA MEG3 ( maternally expressed
gene 3, fF A KA FL I 3) KKk, 7 #3813 % we g 3R
B F-a( TNF-o) 1 & A% (IL) -8 A F, b *F %
Wb AR T R A R #ED . BT LncRNA
MEG3 EREMETHMXAERALERRTRAHL,
KB R BTN HEME LR LRE K E A L EA
M 40 A1 S F LncRNA MEG3 %k 3k A F, o #r 2 5
BLls KR ERER TG x &, BT H 5 KM E,

1 BERS5HZE

1.1 —fF R 2B 2017 422 A E 2019 £ 1 A L
AN R AT B e A b 7 AT X o [E e Uk
HHEmMTAE KB 103 6], E B AL 69 ),
LML 34 B, F 4~25 AT (12.67+3.85)
MNA, REREA X ARG RGREH"ELEL» N =
4R AL, R EA 35 B, EE A 27 B, AR
B OHFARERETB LA ERDBTARE, QN4
BILMAEER3d AN, B2 AR EEEEREEA
s, QERATE R TE, ik OsFAF
FEREOER, QF ®E&k6 M, @6 M 4E%E M

Long non—coding RNA maternal expression gene 3;

Viral bronchiolitis;  Peripheral

R, 7 EUE B B o i R 4 L 103 ] Xt B
W, Hb B TLE, 320, EBS5~24MNA,F
#(13.0424.12) % . A NAEILKEEL Y ILEE
HARERARmE , HEZwmFERES, AHRE LE
TRTXPOERBEERSHERE,
1.2 FEZMHEAR A L%t & PCR( Quantita-
tive real —time PCR, qRT-PCR) L ( & 5 .7500, %
ABI /A 7] ) ;SYBR PrimeScriptTM qRT-PCR & 7] £ ( #
5 .RR820a, AEF AW TR AR AT ); K FRA
% (Reverse transcriptase Kit, #t 5 :RP1105, dt % & 3£
E R AR F ) ; RNA 48 BUIR 7| & ( Trizol Reagent
RNA, # 5 :R1200-100, b m ZEF R HEARAF ),
1.3 7% &%
131 HAXE NAEILKEELY a5 TNK
YR KA A B Jh B4 B B Bk ft 3mL, 5k A Ficoll -
Hypaque 7> B /& 7> # Jf 3k B4 A o 3 A 4% 49 e ( PB-
MCs) , % 0 HL BB % 4 1x10°L7", 4 CO, A8 T
B Sh R EmM, T-80CkHREER, N4
BB LR R 3 R R ok R R, NAEILT
NS RIATAEFE A D BFE G, F AT TR, K
WERD N % T 3%NaCl £ F HHN 15min J5 EH
FBRIE IR K B =1.5mL, AUk &R 2h WA
MAHE, N 4 RPN 1% 5 74 5 8 SRR
B &R, EE R B JE B EE R T -80°C vk 48 7R
wER
1.3.2 qRT-PCR & % 9| £ L 45 A e 32 AN 4% 20 f Fn 5%
A H LncRNA MEG3 % ik : & A Trizol % 2 7| 4 B 4b A
i AN 48 A K R B RNA, K% 3k % ¢DNA &, A
T qRT-PCR, ¢RT-PCR 5 Ji f&k % (20ulL) % T 0.
SuL Lk UF 5l 47, 0. 8l T Ui 51 47, 2L, ¢cDNA, 10pL
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SYBR Primix Ex TaqTM, 0. 4uL. ROX Dye II, 6uL
ddH20, & J1 # ¥ 40 . 95°C . 33s, 1 1& ¥ ; 95%C . 5s,
62°C \32s, LA £ 40 NEIR, — A HEHTZREL,
KR 2740 i S A o B AN AR 48 B R R R F Lin-

¢RNA MEG3 Fn i % i & 4 K B F (vascular endothelial
growth factor, VEGF) mRNA #8xf %k &, qRT-PCR
Bl 4fmk 1 fr, bl GAPDH Y W& EH, KLk 5
F iR A £ A B RN E A ESEAT

# 1 RT-PCR3|#F75

HH L 4 5-3 T 51 4 5-3
LncRNA MEG3 CTGCGGATCTAGAGGTCACG CTCTGGGCGTCTGCAGCGGC
VEGF CCCTAGTAAGATCGACCCTT AAGCGAGACAGATAGGATTT
GAPDH GAAGATCCACTAGATACTTC GAAGGTAGGAGGACACTTCA

14 Hp. A NAEILZETEKE, &3 MA U
MR AEN AN HEHAATH G, U Em R IEN EEAL
BEM M E 2019 £ 7 A &R,

1.5 it 447 . SPSS21.0 3 f xF A #F 58 4
HATOM T BRI U (x2s) X7, ZHZF XA £
EHEQNLR, BAB LR KA ¢ 8 1H 38R A
n( %)%k 7, fl t £ 3 ; & A Pearson % 3£ 4T 40 X M2
s Logistic EHEARITREEEALREREL
FRWE W E LM P<0.05 X FREZBZ7H
FitFE N,

2 & B

K2 AEBEFEESRILINEMEANZMAAD LncRNA MEG3
#1 VEGF mRNA FRiEKFELLE( x+s)

4 51 1 % LncRNA MEG3 VEGF mRNA
Xt BB 4 103 0.98+0.25 1.02+0.31
BEH 41 0.68+0.23" 1.56+0.51"
HEU 35 0.51+0.18"" 2.34+0.75%"
EEA 27 0.35+0.13%%* 2.93+0.94%%*

F 74.475 86.870
p <0.001 <0.001

E . BB EL )« P<0.05; 5 %% B 4R #P<0.05; 5
R A E | AP<0.05
21 R B AR E LS JE o A% 40 # LncRNA
MEG3 ## VEGF mRNA % 3k K Pt %0, 2t B % | &
JEAE JE A B LS A AN A 48 e+ LneRNA MEG3
FEAKTFRABEBRR, AHLRZFALITFEX
(P #<0.05), @B 2E FEMEEHLIIEML
BN 4 VEGF mRNA Rk KPR A EE T+,
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AR ZRA ST FE (P $<0.05), L% 2,
22 f P EEAEE &L LK R F LncRNA MEG3 #1
VEGF mRNA &k K- P, B REZ LA E L
40 B LK LneRNA MEG3 % 3k K PR Kk B % %
&, W 22 328 Siit % B OL(P 3<0.05) . *F F# |
B PEAEE AR LB T VEGF mRNA &3k K
FRABEAE, AHLRZFAAITFEN(P H<
0.05), % 3,

*®3 AEHRFEERILEED LncRNA MEG3
# VEGF mRNA RiEKFLLES ( xxs)

Eil 1) % LncRNA MEG3 VEGF mRNA
Xt B 4 103 1.00£0.28 1.03£0.29
REA 41 0.72+0.24 " 1.37+0.43"
A 35 0.59+0.19** 2.0120.37%"
EE4 27 0.46+0.15%** 2.41£0.76%**

F 41.331 155.935
p <0.001 <0.001

E. G AR E ) « P<0.05; 5 2 F A& #P<0.05; 5
P E AP<0.05
23 EJULANE L BN 4 RO B F LncRNA
MEG3 5 VEGF mRNA K-FAEx . amE 1 fnl 2 A
7, BOLANB fL ANZ 40 B BB R # LncRNA MEG3
F ik AKFE VEGF mRNA &3 AP E fAX (r=-
0.417,P<0.001 ;vr=-0.560,P<0.001) ,
2.4 R RFEAE R TG &L A L AN 40 e o
KRR H LncRNA MEG3 KTt 80, 7 7] M 71 45 4% &
JLAN B 3 A% 28 B RO R F LneRNA MEG3 & 3k &
PR, ZRELRITFEN(P #>0.05), AaHE &
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LA B o B AN 32 4 Bl B % R LneRNA MEG3 % ik K
FEEMRT LA E EIL(P<0.05), #97 HFJEH
K% BOLAN B B A A% 2 B KK R LneRNA

MEG3 %k K F W 8% T k3 & %o & JL(P<0.05),
W% 4,

x4 BILBENZMAMBPRERD LncRNA MEG3 KESIERBFMERTTEER( xs)

W o BN . K LncRNA t b
LncRNA MEG3 MEG3

el L 69 0.53+0.19 0.792 0.430 0.63+0.26 1.209 0.229
% 34 0.50+0.16  0.570.18

A <I13(H) 54 0.55+0.23 1.708 0.091 0.61+0.24 1.397 0.165
>13(A) 49 0.48+0.18  0.55+0.19

ok 8 T 67 0.64+0.27 4.111 <0.001 0.68+0.32 3.691 <0.001
H 36 0.44+0.15  0.47+0.16

g J ek 4 82 0.67+0.21 5.043 <0.001 0.71+0.25 3.783 <0.001
% v 4 21 0.42+0.17  0.490.18

AN

25 REMNEAXAEREIIARTERWAEZS
AT :logistic [l V3 4 7T 40, A 3t 8 # VEGF & % i |

IncRNA MEG3 Kk R ® MR HE M EH LA E R A
LEEF B EAKREZE (P #<0.05), L%k S,

®5 REMEAXSEXRBILARMEHMER ST
B SE wald P OR 95%Cl
el 0.388 0.374 1.076 0.269 1.474 0.591~3.674
kg 0.957 0.512 3.494 0.004 2.604 1.369~4.953
VEGF & #& % 0.985 0.463 4.526 <0.001 2.668 1.426~5.028
LncRNA MEG3 {5 % i 1.196 0.506 5.587 <0.001 3.306 1.737~6.294

0¥ 5 T 6% i T
VEGF mRNA

A1 BILSERENEmieF LncRNA MEG3 5 VEGF
mRNA 7K-F48 % M

LneRNA MEG3

G 00 ) 300 350 300

B2 ZILHFZ P LncRNA MEG3 5 VEGF mRNA K -F48
S
3 it it
HEEEALAETREREE LT RER L),
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RANFERETZ K K%, s BLREFH
SwE HIAFAEK wm DFHAF et a W
AR ETER, EAE R BT, RR TR REN
NBFRFER, PERMEILERE LY KT
R ENTED, A TR BT AR E,

LncRNA £ K J& kK T 200 4% 3 % &y B & I 3= o 6
ByE4e# RNA, T 5 5 % Mok im 3t &, Zhang ¥ #F %
& 3, T LncRNA BCYRNI 7 i 1t 98 4% 5 4 F 7 AL
mE TS R s SR, L EAR
Ve FEL2E M Ji R O A R R IR, T LncRNA MEG3 7
WHELXRE LR apAT-fmaE", U EFRRER,
IncRNA 5 F B RFLERBRAKXR, AHRERE
T EEEEE T AE R ILE LS A A g A
FEAM H LncRNA MEG3 5% 3k K F 01 B (K T % f 41, 4%
7~ LncRNA MEG3 T # 5 &M £ A XA ERALEHA
Ko #—FHARKA,BE FEMEEHEISE L
AN 40 A0 R LneRNA MEG3 % 3k KPR Kk &
EFRR, AR LR E A AT FE XL, T LncRNA
MEG3 it 5 mEMEAX AT RKLRBA X,

HH R % P, LncRNA MEG3 7& J fik B 8 %55 40 iy
Rk B, R A T B A e A A
BEeH, Zhang 33 F 52, 5 4 X BB 4 A
LncRNA MEG3 72 4% /& @ 1 A0 ] JE 8 3 o 8 o 5k 3k K
T REREM, LE A KA K E F (vascular endothelial
growth factor, VEGF) | # ft. £ K [ F B ( transforming
growth factor—B,TGF-B) Xk KT B F A5, it k&
LncRNA MEG3 7 # 3t T VEGF . TGF-B & 3k #1 % ##
REUENNERELEY , AFHERERE T, 5B,
RE PEAMEEAE LKA T VEGF mRNA % 3# K
FARA B EAE, LA LS A A M ROR R
# LncRNA MEG3 %3 K F 5§ VEGF mRNA % ik K F
¥ E A %, # T, LncRNA MEG3 ¥ & 3 1t 9 %
VEGF A 3t X A& Lk w7, & m &5 &
MIAERER, AHAREKA  BUEXRTRAELERE
H A H IncRNA MEG3 k& K F 8 B KT E% % F A
., 5 VEGF Rk K-FEfAEX, 5 & 4 foAnd X
FREERBAEXR, AFEEN, ZRE 7 M
AL VEGF & &k 3%, § IL-4 IL-5 % R JE B F
&iEAKEREA X, &7 KR P, LncRNA
MEG3 ¥ ¢ 1t VEGF, i # R JE B F K F, % &
BEAXAERKERE,

RARERE T, A e 8L A d 4 4
J, B K A LncRNA MEG3 %35 K F & 2 1k T Lt
L, 3R R 4 B A% 4 e O R LneRNA

- 950 -

MEG3 kX K FEUTi GREEEHLAE R AL
EEFAERBE AR, #-FHAXKN, BT HKE
I K 2 v L Sh B AN A 48 B RO RO LneRNA

MEG3 3% 3k AP 8 B8 T R 5 K % &L, B A 8

# VEGF % % .LncRNA MEG3 1§ % ik 2 % /7 &

MEALAEXRBELREFRTARARER, B 7

LncRNA MEG3 ¥ 8 1 4 g # 1 £ 48 X S8 R £ W AT

A, Bkt R AT G
bR R BTaR xR RE P EAME A E LA

AN 40 o A BOR F LncRNA MEG3 % 3k AT K & &

# 1K, 5 VEGF £k KF 2 fifax, 7 st At 42

VEGF Rk , WM mES LA XA EREELRRERE

WP, Bl TRIFR T ERAEM FAERD A

A ¥ F o — T RN,
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[ =) BE9:3F(1,3) -B-D-#F 45 (G X)) o X SLH E R #E IR (GM X I ) L L4 0 - &
R R B E A 20 B B F (invasive fungal infections, IFI) 694 Br - {i, ik £ 2018 5 6 A £
2019 5 6 A A A Bk ig 69 178 1) Ttk fn ik g% B F A FF R 3T £ AREAE Sl RGBT 45 R 5 A 1FI 44 50
1), AE IF1 28 128 48] , 3547 G X3  GM X3, K A %X F T AE4F 45 Wi £ (receiver operator characteristic
curve ,ROC) 57 G X%  GM X Ia ¥ Wi 6 AL, 57 G X3 .GM X3 B ¥ % B2 A4 W7 TFT H-{4 & 5 W it
], 58 .42 ROC W& 5T ,G X E AL A 147.37pg/mL, GM X 316 744 4 0.88ug/L; 5 G X3 GM
XIS S RS BT AR PG BRA 5T IR O 4% 5 (P<0.05) 3 5 06 RS B Aa Lk | G X3 GM X B& B B 4
i 34 ST 45 42 IFL #5707 B 1), 2 A 43t 5 & L (P<0.05) o Z5if:G X fe GM X I BE &4 i) T A 232
2 Tk e 0% 9% B B AR IR 4T SRR | 4 £2 5 b S A R )
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Diagnostic Value of Combined Detection of G Test and GM Test in Invasive
Fungal Infections in Patients with Hematologic Malignancies

XU Jianli, CHEN Gang, GU Libadanmu, et al
(The First Affiliated Hospital of Xinjiang Medical University / Xinjiang Uygur Autonomous
Region Institute of Hematology, Xinjiang Urumgi 830054, China)

[ Abstract ] Objective: To explore diagnostic value of combined detection of (1,3)-B—-D-glucan (G
test) and galactomannan antigen ( GM test) for invasive fungal infections ( IFI) in patients with hematologic
malignancies. Methods: A total of 178 patients with hematologic malignancies who were admitted to the hospi-
tal from June 2018 to June 2019 were enrolled. According to traditional clinical diagnosis results, they were di-
vided into IFI group (50 cases) and non—IFI group (128 cases). All underwent G test and GM test. The re-
ceiver operating characteristic (ROC) curves were applied to analyze critical values of G test and GM test. The
value of G test, GM test and their combination for diagnosis of IFI and diagnosis time were analyzed. Results:
ROC curve analysis showed that critical values of G test and GM test were 147.37 pg/mL and 0.88 ug/L, re-
spectively. Compared with G test alone or GM test alone, sensitivity of combined diagnosis for IFI was signifi-
cantly improved (P <0.05). Compared with clinical diagnosis, G test, GM test and their combination can
shorten IFI diagnosis time (P<0.05). Conclusion: The combined detection of G test and GM test can effec-
tively improve diagnostic sensitivity of patients with hematologic malignancies and IFI, and shorten waiting
time of diagnosis.

[Key words] G test; GM test; Hematologic malignancy; Invasive fungal infection; Diagnostic
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