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[ Abstract ]

IncRNA, prostate cancer associated transcript-1 (PCAT-1) is aberrant overexpressed in varieties of cancers, which is closely

Long non-coding RNA (IncRNA) play important roles in cancer progression. Studies have shown that as a

correlated to the proliferation, apoptosis, invasionssiietastasis of tumor ¢élis,and the prognosis of tumor patients, however, the
mechanism is not well elucidated. In this reviewls PCAT-1 as ainew molecular marker or potential target is described in terms of

tumor diagnosis, treatment and prognosis.
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PCAT-1 #1 g:M 41 &2 Wi MM ) 08 B I 5
PCAT-1 f A 58 .« 5248 )2 3. M 414 HA M [H 1
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Je8 A DR 43 M L 2 A% B 88 i 1) A 3% s (1] 28 170 A OG5

HMSEIEE R MG-63 4H g PCAT-1 MR
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