Hh ERFE A PS4 Chinese Journal of Pathophysiology 2019,35(5) ;791-796 + 791 -
Z Bk : http://www. cjpp. net

[XEHS] 1000-4718(2019)05-0791-06

MicroRNA-145 & it ADAM28 H] % A S 9% 20 B
A-498 FR-BFE R IIEE "

2o Ealkd, BT, Kk M, Fows's
CT M AR BB R, T4 M 510060 2 b Lk 2= B @ 45— BERe B 9 RE, T4 1 510080)

[# ZE] B8 HBUD RNA(miR-145) X B A0 M A-498 - 7 - 8] 58 5t % Ak (EMT ) Dy BE A4 52 i Jz L AH
ML ik K A-498 B AN AR > %55 U miR-145 BLLIY) (M145) RIS B 6 BE (MNC) |, 23 4 M145
ZHFT MNC 4, JF 00728 A IR (MC) 28, SR ] RT-qPCR 54 25 20 241 Jifd miR-145 7K, Transwell 5256460 3 2H 44
MUZZERE T A8 4k, Western blot 1460 3 21 21 Jfd I 74 2% (1 ( vimentin ) | E-cadherin I ADAM28 FRik7KF-, I HAE
YIE B T miR-145 AUAERLA . R ] Western blot ¥ £ 1 ADAM28 i # ik X miR-145 #liii] EMT (%45 Hu/E
o RGEERE R A FL R L85 IE miR-145 5 ADAM28 (1 CR. &% : 5 MC 4141, M145 4] miR-145 [¥)3RikK
S E FIH(P <0.05) . M145 {224 o B35 K T MC 41 (P <0.05) , M145 ZH 40 vimentin £ 5 #15 7 E
AT (P <0.05), E-cadherin % [ £ A i B 2 T1 55 (P <0.05) , ADAM28 %5 [ % ik B 25 (P <0.05) .
ADAM28 i ik M145 21 4 i vimentin 25 F4 46 15 5 .35 T8 (P < 0.05) , E-cadherin 2K [ % ik i 2 3% P A%
(P<0.05) . XU R SR 45 1 7 ADAM28 Sy miR-145 ) R #0E R . 2518 : miR-145 w] GE3d i [
X T UFHESE P ADAM28 K P50 EMT AHSCHR (#2350 EHE 4 A-498 (1) EMT i

[X#iR] B, b RNA-145; ADAM28 2511 ; b RZ-[al fe % ik

[hES%ES] R392.12; R737.11 [ CHEFRERE] A doi:10.3969/j. issn. 1000-4718.2019.05. 004

MicroRNA-145 inhibits epithelial-mesenchymal transition in human renal
cancer A-498 cells by ADAM28
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[ABSTRACT] AIM: To investigate the inhibitory effect of microRNA-145 (miR-145) on epithelial-mesenchymal
transition (EMT) in renal cancer A-498 cells. METHODS: The A-498 cells were transfected with miR-145 mimics
(M145) and mimic negative control (MNC) , which served as M145 group and MNC group, respectively. Mock control
(MC) group was set up using untreated A-498 cells. The expression level of miR-145 in each group was detected by RT-
qPCR. Transwell assay was used to detect the invasion ability of the cells. The protein expression of vimentin, E-cadherin
and ADAM28 was determined by Western blot. Bioinformatic method was used to predict the target genes of miR-145. An-
tagonistic effect of ADAM28 over-expression on the inhibition of EMT by miR-145 was detected by Western blot. The rela-
tionship between miR-145 and ADAM28 was analyzed by dual-luciferase reporter assay. RESULTS: The expression level
of miR-145 in M145 group was significantly up-regulated than that in MC group (P <0.05). The number of invasive cells
in M145 group was 12.78 +3.37, which was significantly lower than that in MC group (P <0.05). ADAM28 may be the
target gene of miR-145. Compared with MC group, the protein expression of vimentin and ADAM28 in M145 group was sig-
nificantly decreased (P <0.05), while the protein expression of E-cadherin was significantly increased (P <0.05). After
ADAM28 over-expression, the protein expression of vimentin in the A-498 cells of M145 group was significantly increased
(P<0.05), and the protein expression of E-cadherin was significantly decreased (P <0.05). The results of dual-lucife-
rase reporter assay showed that ADAM28 was a downstream target gene of miR-145. CONCLUSION: miR-145 may inhibit
the expression of EMT-related proteins through the downstream target gene ADAM28 and inhibit the EMT process of renal
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cancer A-498 cells.
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Figure 2. The invasion ability of A498 cells in each group was

detected by Transwell assay. The scale bar =50 pm.
Mean +SD. n=3. *P<0.05 vs MC group.
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Figure 3. Western blot assay was used to detect the expression
level of EMT-related proteins in A-498 cells of each
group. Mean +SD. n=3. "P <0.05 vs MC group.
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Figure 4. Bioinformatic prediction results of miR-145 target genes from bioinformatics prediction.
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Figure 5. Western blot assay was used to detect the expression
level of ADAM28 protein in A-498 cells of each
group. Mean +SD. n=3. "P <0.05 vs MC group.
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Figure 7. The relative luciferase activity of ADAM28. Mean +
SD. n=3. “P<0.05 vs MC group.
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