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A Y‘TCGA (The Cancer Genome Atlas) #iEEE-ECYT S iERRMEREANER SHENERERRAIEEL
12, BELURISERAIZIERXER (VHL, PBRM1, TTN, SETD2, BAP1) S55EHMMERANRIEAIXER.
2R *Eijttﬁ*ﬁ'%‘iﬁﬁﬂimﬂﬂfﬁéﬂ, VHL, PBRM1, SETD2, BAPTHIZ(XFRIL, TINEFFXRIX, BIEIEXER
ik, BTRIPBRMI{ERIASTINGRIARE M/ SERMEREREREFE, MVHL, SETD2, BAPIERE(ERIX
5 ERAREESSNAFNEEAITFER. £i0: PBRMAERASTINGRLAZSN SEBARERENR
REZ, FEULPRBM1, TINERERIRIANHIT S ERMREEENEFEEESENE.

Abstract: Objective:To study the genes mutation in renal clear cell carcinoma and evaluate the relationship and their
effexts between the related genes in renal clear cell carcinoma.Methods:The gene expression profiles of renal
clear cell carcinoma tissue and normal renal cell tissue were paired in the TCGA (The Cancer Genome Atlas)
database.We chose VHL,PBRM1,TTN,SETD2,BAP1 in clear cell renal cell carcinoma to analysis their relationship
with their survival.Results:Compared with normal renal clear cell tissue,VHL,PBRM1,SETD2,and BAP1 showed
low expression and TTN was highly expressed.By establishing a survival curve,it can be seen that low expression
of PBRM1 and high expression of TTN can reduce the survival of patients with renal clear cell carcinoma.while
the low expression of VHL,SETD2,BAP1 gene and their survival time were not statistically
different.Conclusion:Low expression of PBRM1 and high expression of TTN are adverse factors affecting the
prognosis of renal clear cell carcinoma.Therefore,the expression of PRBM1 and TTN genes haveaimportant role

for the prognosis of patients with renal clear cell carcinoma.
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