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Abstract:

Effects of transcription factor E2F1 on transcriptive regulation of acute monocytic leukemia
-related gene MLAA-34
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BiY: RTEREFE2F XS SRR A TREEMLAA- 34 REAEER. ik FIBXGOLREERS
EEMNRFRERRERASHTELF1 JIMLAA- 4R E S FRERIEMRIRN, BRRIHLE (EMSA) fIZ
BREELTE (ChIP) L6, WIFE2F1ERESMLAA-MBHMFZO REFERMES. WERE2F1EZRIARAT
TFbER, #5RU937485E, RT-PCR FlWestern BlotiGIMLAA- 34ERHEERINRATH., £ER: BRETFE2F1TT
MLAA-4ERFAEERERER, R2FEEFFIRRES, ENAREEES (P<0.01) , REFNEANE
KIS, EMSAFIChIPSELS, MAAREM. SMKIESBINERRE2F1a] SMLAA- 3SR FEIEESTAIEREIER. X
®ridied, E2F1A9EANAT FEAMLAA-34895R1K (P<0.05) ; TEFSidiad, E2F1E9RE(RRT_LIAMLAA-34095R1K
(P<0.05) ., #it: BRRETFE2FIAISMLAA-M4ERSHF LNEREREKES, FHIHISMRZMmIER MmN
FFMLAA-34E R IR,

Objective: To investigate the transcriptional regulation of transcription factor E2F1 on acute monocytic
leukemia-related gene MLAA-34.Methods: The effect of E2F1 on the transcriptional activity of MLAA-34 gene
promoter was analyzed by luciferase reporter gene detection system and site-directed mutation
technique.EMSA and ChIP assay were used to verify whether E2F1 directly and specifically binds to the core
region of MLAA-34 promoter.The over-expression vector and interference vector of E2F1 were constructed to
transfect U937 cells, and RT-PCR and Western Blot were used to detect the transcription and expression
changes of MLAA-34 gene.Results: The transcription factor E2F1 had a regulatory effect on MLAA-34 gene
expression, and the relative luciferase activity was increased after E2F1 binding point mutation (P<0.01).EMSA
and ChIP experiments demonstrated that E2F1 can directly bind to MLAA-34 promoter and play a regulatory
role.In the over-expression test, the increase of E2F1 can down-regulate the expression of MLAA-34 (P<0.05).In
the interference test, the decrease of E2F1 can up-regulate the expression of MLAA-34 (P<0.05).Conclusion:
Transcription factor E2F1 can bind to the transcriptional regulatory region on the promoter of MLAA-34 gene

and inhibit the transcription of MLAA gene in acute monocytic leukemia.
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