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Characteristics, functions of IncRNAs and their expression and roles in non-small cell lung
cancer
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K5EIFSRIIRNA (long non-coding RNAs, IncRNAs)E—3iE R A E#BIZ 200/ MZEERAYIESRAZRNA (non-coding
RNAs, ncRNAs), BfIFRIBERR, MELARNANERBEILIER, BREMEMEESSHEENGRIEEDNS
Ihee, BRERKARS. SEEN. MEEATFMAISESEMHETN—RIIEELRE, EESEERTNE
HEE, EREAEKRRES REHN—FRSIERE, v A/NBiEibEE (small-cell lung cancer, SCLC)FIAE/NAHEAHES
(non-small cell lung cancer, NSCLC)FFPEEY, FHEMNEAFIEEREEEMRIME ERENZE; A, MER
EREMRYE BRHAARER, ITERAARERER, IncRNASHESERASEEMEEANSHEENAERR
BX, REEMARINCRNASENSCLCHRIFRIAFNWER, FTICEIEARERZE, IESTERNEMTSYILA AT
RSB EIRREA.

Long non-coding RNAs (IncRNAs) are a group of non-coding RNAs that consist of > 200 nucleotides.They do not
encode proteins, but regulate the expression levels of the gene as a RNA molecular at transcription, post-
transcription and epigenetic modification, which including cell growth, bone marrow hematopoiesis, cell
apoptosis and cell proliferation and a series of important processes in life.Lung cancer is a common malignant
tumor and the major cause of cancer death world-wide, which can be broadly classified into small cell lung
cancer (SCLC) and non-small cell lung cancer (NSCLC).Lung cancer is characterized by genomic and epigenomic
alterations,however, mechanisms underlying lung tumorigenesis remain to be elucidated.Accumulating
evidence indicates that abnormal expression of INncRNAs is associated with tumorigenesis of various cancers,
including lung cancer.In this review, we highlight the expression and roles of IncRNAs in NSCLC and discuss

their potential clinical applications as diagnostic or prognostic biomarkers, as well as therapeutic targets.
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