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长链非编码RNA及其在非小细胞肺癌中的表达和作用
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长链非编码RNA(long non-coding RNAs，lncRNAs)是一类转录本长度超过200个核苷酸的非编码RNA(non-coding

RNAs，ncRNAs)，它们不编码蛋白质，而是以RNA的形式通过转录，转录后和表观遗传等多种调控机制发挥生物学

功能，包括生长发育、骨髓造血、细胞凋亡和细胞增殖等生命进程中的一系列重要过程。肺癌是全球癌症死亡的主

要原因，它是由不同病因引起的一系列疾病，可分为小细胞肺癌(small-cell lung cancer，SCLC)和非小细胞肺癌

(non-small cell lung cancer，NSCLC)两种类型。肺癌的基本特征是基因组遗传和表观遗传发生改变；然而，肺癌发

生的具体机制目前仍不明确。近年来的研究资料表明，lncRNAs的异常表达与包括肺癌在内的多种癌症的发生发展

有关。本文着重研究lncRNAs在NSCLC中的表达和作用，并讨论其作为早期诊断，指导预后的生物标志物以及治疗靶

点的潜在临床应用。

Long non-coding RNAs (lncRNAs) are a group of non-coding RNAs that consist of > 200 nucleotides.They do not

encode proteins，but regulate the expression levels of the gene as a RNA molecular at transcription，post-

transcription and epigenetic modification，which including cell growth，bone marrow hematopoiesis，cell

apoptosis and cell proliferation and a series of important processes in life.Lung cancer is a common malignant

tumor and the major cause of cancer death world-wide，which can be broadly classified into small cell lung

cancer (SCLC) and non-small cell lung cancer (NSCLC).Lung cancer is characterized by genomic and epigenomic

alterations,however，mechanisms underlying lung tumorigenesis remain to be elucidated.Accumulating

evidence indicates that abnormal expression of lncRNAs is associated with tumorigenesis of various cancers，

including lung cancer.In this review，we highlight the expression and roles of lncRNAs in NSCLC and discuss

their potential clinical applications as diagnostic or prognostic biomarkers，as well as therapeutic targets.
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