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RNA m5C methylation modification is one of the major post-transcriptional modifications of RNA and exists in
various types of RNA.This modification is present in almost all types of RNA,regulated by
methyltransferases,demethyltransferases,and binding proteins.The functions of RNA m5C include regulating
nuclear mRNA output and RNA alternative splicing,increasing RNA stability,regulating protein translation and
RNA-protein interaction,and maintaining normal RNA structure.The aberrant level of RNA m5C is closely related
to tumors,nervous system defects,disease of cardiovascular system and abnormal differentiation.In order to
fully understand the research status of RNA m5C,this paper will review the distribution

characteristics,regulation mechanism,biological effects of RNA m5C and its relationship with diseases.
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