
2020/7/29 文章摘要

www.xdzlyx.com/oa/DArticle.aspx?type=view&id=201902034 1/2

miRNA-155在急性髓性白血病不同阶段中的表达及临床意义
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罗自勉; 周 丹; 周新伏; 尹亚飞; 谭振清; 刘 平; 金 娟; 朱凯波; 霍中军; 杨文群
湘潭市中心医院血液科,湖南 湘潭 411100

Luo Zimian; Zhou Dan; Zhou Xinfu; Yin Yafei; Tan Zhenqing; Liu Ping; Jin Juan; Zhu
Kaibo; Huo Zhongjun; Yang Wenqun
Department of Hematology,Xiangtan Central Hospital,Hunan Xiangtan 411100,China.

血浆miRNA-155; 急性髓性白血病; 不同阶段

plasama miRNA-155; acute myeloid leukemia; different disease phase

R733.71

10.3969/j.issn.1672-4992.2019.02.034

A

目的:分析血浆miRNA-155在急性髓性白血病不同阶段中的表达。方法:选取急性髓性白血病21例和健康对照组20

例，抽取空腹静脉血，离心后取血浆，直接扩增目的miRNA，并反转录为cDNA,qRT-PCR方法检测血浆miRNA-155的

表达。结果:急性髓性白血病初诊组血浆miRNA-155的表达显著高于正常对照组和缓解组，初诊组与未缓解组之间无

统计学差异，缓解组与未缓解组之间有统计学差异。结论:血浆miRNA-155在急性髓性白血病不同阶段中的表达不

同，有一定的诊断、治疗、预后评估意义。

Objective:To investigate the level of miRNA-155 in plasma of acute myeloid leukemia (AML) patients at

different disease phase.Methods:21 AML patients and 20 healthy controls were enrolled in this study and their

plasma samples were acquired by density gradient centrifugation.miRNA in plasma was firstly reversed to cDNA

and then real-time quantitative PCR (qPCR) was used to detect the expression level of miRNA-155.Results:The

expression of miR-155 was significantly higher in de novo AML group than that in remmison group and healthy

control group.There was no significant difference between de novo AML group and non-remission group,while

significant difference was observed between remission group and non-remission group.Conclusion:miRNA-155 in

plasma from AML patients at different disease phase is at different expression level,and is useful for

diagnosis,treatment and prognosis evaluation.
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