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Abstract: Objective:To investigate the level of miRNA-155 in plasma of acute myeloid leukemia (AML) patients at
different disease phase.Methods:21 AML patients and 20 healthy controls were enrolled in this study and their
plasma samples were acquired by density gradient centrifugation.miRNA in plasma was firstly reversed to cDNA
and then real-time quantitative PCR (gPCR) was used to detect the expression level of miRNA-155.Results:The
expression of miR-155 was significantly higher in de novo AML group than that in remmison group and healthy
control group.There was no significant difference between de novo AML group and non-remission group,while
significant difference was observed between remission group and non-remission group.Conclusion:miRNA-155 in
plasma from AML patients at different disease phase is at different expression level,and is useful for

diagnosis,treatment and prognosis evaluation.
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