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Research Advance in Regulation of Intestinal Mucosal Immune in
Piglets by Lactobacillus reuteri

HUANG Jinxiu'> WANG Qi'? XIAO Rong' WANG Ruisheng'”
(1. Chonggqing College of Animal Science, Chongging 402460, China; 2. Key Laboratory of
Pig Industry Sciences, Ministry of Agriculture, Chongging 402460, China)

Abstract: Lactobacillus reuteri ( L. reuteri) is a dominant lactic acid bacteria naturally exist in the intestinal
tract of humans and animals. L. reuteri has strong tolerance and adhesion ability, and it exerts important func-
tions such as: inhibit the growth of pathogens, regulate balance of intestinal microflora and enhance intestinal
mucosal immunity. This review will focus on the colonization of L. reuteri in the gastrointestinal tract and the
regulation of intestinal mucosal immune function in piglets by L. reuteri, with the aim of providing a reference
for the proper development and scientific use of L. reuteri.[ Chinese Journal of Animal Nutrition, 2020, 32
(6) :2454-2459 |
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