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ABSTRACT: Objective To establish bladder cancer T24 cells with stable overexpression of circ-Fam114a2. Methods The
pLVX-CMV-minicrRNA-EF1-GFP-Puro plasmid was used to construct lentiviruses with pLVX-CMV-minicrRNA-EF1-GFP-Pu-
ro-circ-Faml114a2 (circ-Faml14a2) or pLVX-CMV-minicrRNA-EF1-GFP-Puro-Vector (Vector) . Lentiviruses were transfected
into bladder cancer T24 cells. The fluorescence intensity of GFP and expression of circ-Faml14aZ were measured with fluores-
cence microscope,qRT-PCR assays and Northern blot. The effects of circ-Fam114a2 overexpression on T24 cell proliferation
were determined with CCK-8 assay and colony formation assay. Results ~ After puromycin treatment, the transfected T24 cells
showed green fluorescence under a fluorescence microscopy. The qRT-PCR results showed that the expression level of circ-
Faml14a2 in experimental group was 28 folds of that in control group,whereas Fam114a2 mRNA was not changed significant-
ly. Northern blot showed that circ-Faml14aZ was successfully overexpressed in T24 cells. CCK-8 assay and colony formation as-
say showed that circ-Fam114a2 overexpression significantly inhibited the proliferation of T24 cells. Conclusion  This study
successfully established stable overexpression of circ-Faml14a2 bladder cancer T24 cells and preliminarily explored the inhibito-
ry effects of circ-Fam114a2 on the proliferation of bladder cancer cells, which paved the way for further study on the role and
mechanism of circ-Fam114a2 in bladder cancer.
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