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Detection and analysis of pathogens carried by flies at

Tibetan ports in 2017
FENG Juan', DA La', DONG Zhou-li*, CHANG Chun', CAO Xiao-mei’, YANG Chao-chun*
1 Tibet International Travel Health Care Center, Lhasa 850002, Xizang (Tibet) Autonomous Region, China; 2 Chengguan
District Center for Disease Control and Prevention of Lhasa; 3 Chinese Academy of Inspection and Quarantine;
4 Zhangjiagang Customs

Supported by the Science and Technology Program Project of the State Quality Inspection Administration (No.20161K259)
Abstract: Objective To investigate the pathogens carried by flies at Tibetan ports, and to provide a technical support for
the health quarantine and law enforcement at ports. Methods From May to October, 2017, pathogen detection was
performed for flies collected at Lhasa Gonggar International Airport, Jilong port, and Yadong port. Bacterial detection was
performed for fly samples using the microbiological isolation and pure culture technology, 16S rRNA gene sequence
identification, and physiological and biochemical identification techniques, and RT-PCR was used to detect the virus
carried by flies. Results A total of 37 pathogenic bacteria (conditioned pathogens) were isolated from flies, including
Enterococcus faecalis, Hafnia alvei, Moellerella wisconsensis, Escherichia coli, Proteus vulgaris, and Enterococcus durans.
Virus detection found one case of rotavirus (group A), resulting in a detection rate of 2.0% (1/50). Conclusion Flies carry
a large number of bacteria, and some of them may also carry enterovirus, which may lead to the risk of disease spread at
frontier ports. Health quarantine departments should strengthen the monitoring and detection of flies at frontier ports to
prevent the spread of infectious diseases.
Key words: Port; Fly; Pathogen; 16S rRNA; Bacteria; Virus
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