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2. EAXWHE

FHETR(EE H )5S HL A (isoelectric point)
k88 (peptide bond)

85 i — 2 45 ¥4 (primary structure of protein)
A it — 2 45 ¥ (secondary structure of protein)
Z5tt38, (domain)

B A it = 2% 45 # (tertiary structure of protein)
T A2 458 (quaternary structure of protein)
Hi/KA HAEH  (hydrophobic interaction)
AHE A (allosteric protein)

FIRIRLN,  Callosteric effect)

B 5 122 14 E H (denaturation of protein)
T [ 5 I YTIE (precipitation of protein)

I € 2 #T (el filtration chromatography)
RNIGI LB Bk (PAGE)

£h AT (salting out)

% B T £ (isoelectric focusing)

¥ (enzyme)

R4 L) (coenzyme, prosthetic group)
Mg ' (enzyme activity)

R % 71 547 (U, active unit)

EL 3 71 (specific activity)

Km (Machaelis-Menten constant)



& PEH L (active center)

S 15 (feedback regulation)

A FTE (covalent regulatory enzyme)

M7 0% (proenzymes activation)

% i (ribozyme)

5 5 M (oligomeric enzyme)

[6 L (isoenzyme)

7530 (induced enzyme)

PUiAEE (abzyme)

DNA — 24584 (primary structure of DNA)

B 5 %M (base complementary)

A% V£ (denaturation )

Tm {E(T value)

%% (hybridization)

PRI NI (restriction endonuclease)

PR il P N DI B P 1 (restriction map)
TAAHY (proteomics)

PCR (polymerase chain reaction)

EW)EAL (biological oxidation)

WP B (FT-f515:%%)  (electron transport chain)
JRPI7K P IR AL (substrate level phosphorylation )
EALBERR L (oxidative phosphorylation)

i (glycolysis)

= RIRAE I (tricarboxylic acid cycle)

WEER i HE 1412 (pentose phosphate pathway )

Wi 54 (gluconeogenesis)
SERR-RARDIRFMAEA (malate-aspartate shuttle)
fRILHHAE Chypoglycemia)

BEJRJ% (diabetes mellitus)



REWTER B-4E 4k (fatty acid B-oxidation)
eIl
M {4 (ketone bodies)
AN EIE/ER (oxidative deamination )
%3 H:AE F (transamination)
BRA M SEEMH (transdeamination)
A HH = SR R (glucogenic amino acid )
W 75 B FE TR (essential amino acid )
JE 04 75 & L R (nonessential amino acid)
— % ¥4 (one carbon unit)
M (nuclease)
%18 N VIl (endonuclease)
DNA - fr B4 & il (semiconservative replication)
DNA A% 42 5 il (semidiscontinuous replication)
# /18 & (recombination replication)
P25 (mutagen)
¥ 3% (transcription)
JA 3l -F(promoter)
5% R (transcription factor)
WLk EH (reverse transcription)
H00y2 ] (central dogma)
1% % i (genetic code)
{55 K C(signal peptide)
S5t 5 (feedback regulation)
HHKTBUK (cascade system)
£ 9\F(operon)
FERIRFR  (gene knock-out)
Klits - (DNA mlcroarray )
FERZH (genome)



fZ5 K (signa lpeptide)

% —51# (secondary messenger)
G & H(G protein)

Jef 3£ K] (oncogene)

Ji7 9o 2 K] (Proto-oncogene)
1% % [F] (anti-oncogene)
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7) Western % ENFH A .
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