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TE -3 AR (GL~C3) ; 4~6. FE b
(C1~C3); 7T~9: IR S (B1~B3) ,
Note:1-3: Green fruits(Gl- G3). 4-6. Colouring
fruits( C1- C3). 7-9:Black fruits(B1-B3).

E1 BRACEIREENELE RNA HEKE
Fig.1 The gel electrophoresis diagram of the

total RNA in different development periods

of L. ruthenicumd Murr.
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Fig.2 The molecular structure of WD40 proteins in L. ruthenicum Murr.
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Fig.5 The pattern of expression of WD40 gene in the development period of fruit in L. ruthenicum Murr.
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Analysis of WD40 Protein Family Based on Transcriptome
Sequencing in Lycium ruthenicum Murr.
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Abstract; WD40 protein is one of the most common transcription factor families in eukaryotes. It is widely involved in
many biological processes and plays an important role in protein-protein and protein-DNA interactions. In order to
systematically analyze the WD40 protein family members of Lycium ruthenicum Murr. , the transcriptome sequencing data
of the fruit in the green, colouring, black periods of L. ruthenicum Murr.. was analyzed with the Nr Nt ,Pfam KOG/
COG ,Swiss-prot , KEGG and GO database and NCBI website to screen and annotate the encoding genes of WD40 protein
in L. ruthenicum Murr. We have screened 77 members of WD40 protein family in L. ruthenicum Murr.. The structural
domain of WD40 protein in L. ruthenicum Murr. is diverse, and which is highly conserved among different species. The
results of the subcellular localization demonstrated WD40 protein family in L. ruthenicum Murr. was mostly located in the
nucleus and cytoplasm. The phylogenetic trees of WD40 protein family of L. ruthenicum Murr. and Arabidopsis thaliana
showed that WD40 protein family of L. ruthenicum Murr. contained five subfamilies. The expression WD40 genes of L.
ruthenicum Murr. dependent furit development indicated that WD40 protein family members of L. ruthenicum Murr. may
be involved in the regulation of anthocyanin in their fruit. This study systematically analyzed the members of WD40
protein family of L. ruthenicum Murr., which provide the basis for the study on the function and isolation of WD40
protein from Lycium barbarum Murr..

Keywords : Lycium ruthenicum Murr., transcriptome sequencing, WD40 protein, hierarchical clustering analysis,

expression pattern





