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The Research Progress of Secondary Metabolite Xcnl in Xenorhabdus nematophila
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Sciences, Beijing 100193, China)

Abstract: Xenocoumacinl (Xcnl), a kind of water-soluble peptide antimicrobial compounds from Xenorhabdus
nematophila, shows wide-spectrum antimicrobial activity towards bacteria and fungi, demonstrating great
application potential in crop disease control. In this paper, we summarized the research progress of this compound in
synthesis, degradation, regulation and crop disease control, and pointed out the possible strategies for strain
engineering and industrial production.
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Fig.1 Various secondary metabolites from nematode symbiotic bacteria of Xenorhabdus and Photorhabdus
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