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[ Abstract ] Objective To understand the current situation of human cytomegalovirus ( HCMV )
infection in local pregnant women and its impact on pregnancy outcomes, so as to provide reference for
strengthening health care during pregnancy and promoting the policy of “fewer and better children” Methods
A total of 2 000 pregnant women underwent prenatal examination who had delivery in the Maternal and Child
Health Hospital of Huzhou from July 2017 to December 2018. HCMV IgM, IgG and IgG- avidity index ( AT)
were detected by enzyme-linked immunosorbent assay ( ELISA) , and HCMV DNA was detected by real-time
polymerase chain reaction (PCR) -fluorescent probe. We also analyzed the positive status of HCMV and its
relationship with pregnancy outcome. Results Among the 2 000 pregnant women, 1 941 cases (97.05%)
were positive for HCMV IgG, 26 cases (1.30%) had active infection with HCMV, of whom 5 cases
(0.25%) were serum HCMV IgM/IgG dual positive, 24 cases (1.20% ) were urine HCMV DNA positive.
HCMV IgG Al test result showed that 3 cases of AI <30% ,which means that they had primary infections.
The detection rates of HCMV DNA positive and HCMV IgM/IgG dual positive were 12. 12% ,4. 54% in 66
pregnant women with adverse pregnancy and 0.83%, 0.10% in 1 934 pregnant women with normal
pregnancy. The difference was significant (X* = 68. 663, 50.499, P<0.01). Logistic regression analysis
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showed that HCMV 1gM/IgG dual positive ( OR=12.743, 95%CI; 1.202-135. 100, P=0.035), HCMV-
DNA positive (OR=10.426, 95% CI.3. 635-29.909, P<0.01) were independent risk factors for adverse

pregnancy outcomes. In addition, low education level, living in rural areas and having a history of adverse

pregnancy also increased the incidence of adverse pregnancy outcomes. Conclusions

HCMV infection is

prevalent in pregnant women in this area, but only a few of them had active infection. HCMV active infection

is a risk factor for adverse pregnancy outcomes.
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IgM IgG BT 7] Ry 2 KA DIA.PRO 23 W) A 77,
HCMV 1gG HLUAEFN 3500 A 48 0 22 6 A TR A
BRI A AR RN e e D R A BR S w) AR
771 URANUS AE 4 [ 3l G A — &L, R 5L
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2.1 2000 Z%3 HCMV #&MER 2 000421
WL HCMV 1gG FHE 1 94144 (97.05% ) , HCMV
IeM/TgG LAY 54 ] (2. 70%) , HCMV IgM/TgG *X
FHPE 5 6] (0.25%); HCMV 1% 3 P B 3¢ 26 14
(1.30%) , H: v 13 HCMV IgM/1gG XUBH % 5 4]
(0.25%) JR#& HCMV DNA [HE 24 6 (1.20%) ,3
15195 2% 257 B HCMV 1gM/TgG W B 1 22 101 JR W
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FMIPR W HCMV-DNA BH ¥ 22 43 F — 25 46 I 1f. 7%
HCMV IgG AL Z5R BRA R IRAL 3 24210 Al <
30% , 38 7m Ji R R AR > 50% , 48 o8 RS
2.2 AEEIRER HCMV DNA, HCMV IgM/
IgG WMIER AR SRR RERA R HCMV
DNA [ L% HCMV IgM/IgG XX FHMEAS H %43 5]
H12.12% 4. 54% , 1F H U OR 41K 3R 4 5 oA
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ARG LH ] L 25 S RG24 3, /R HCMV
IgM/1gG BUFHE . HCMV-DNA B 58 B4 Bk 45 )=
IRER G, WK1,

£ 1 AEEEIRESR HCMV DNA HCMV IgM/IgG BHYETS 50
Tab.1 Positivity status of HCMV DNA, HCMV IgM/IgG

with different pregnancy outcomes

) IEH AR AR IRA
T 2 P
i 1934 {5l ( %) 66 11l ( %) X fi
IeM(-)/IgG(-)  53(2.74) 1(1.52) 0.365 0.546

IgM(-)/1gG(+) 1879(97. 16)
IsM(+)/IsG(+)  2(0.10)
HCMV DNA(+)  16(0. 83)

62(93.94) 2.307 0.129
3(4.54) 50.499  0.000
8(12.12) 68.663  0.000

2.3 AEEIRERZE—MBERSHT 2 000442
T 93401 IEH L R4 Ry , 66 AN K AT R % ), WA
BRGNS SRR EE R AR b S BEAEAS B AR ik s
07 LR, BRAE IR A, 2 A et B W
%2,

R 2 ARFEIRSS R 20— oL o #
Tab.2 Analysis of general situation of pregnant women

with different pregnancy outcomes

A% ERERAE ARERA X2 PME
FEI (X))
<35 17 73 57 2,315 0.128
=35 161 9
SRR
FEHRLT 595 30 6.410  0.011
L E 1339 36
JEAF
Wi 1 066 27 5.200 0.023
Vil 868 39
WEH R RAE IR 5
H 58 8 16.643  0.000
7o 1876 58

2.4 TR FHEXEER Logistic B39 47
DA A ) 4 W 285 ey 4 A g 72 it B HCMV IgM/
IgG WHM: . HCMV-DNA BHM: SCACFERE a1
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R IR HCMV IgM/IgG X FH: (OR = 12.743,95%
CI:1.202-135.100, P = 0.035) , HCMV-DNA [H
(OR=10.426,95%CI ;3. 635-29. 909, P<0. 01) J& A~
R ATOREES Jy K A= W b S AE B R 3= g b A 10 SO Ak R
JEAR A M AR AR A B AT A AN B4 U s 7 AT 344
AN RATEURES R kA L3R 3,

2.5 Z{[MmEF HCMV IgM/IgG R it HCMV
DNA PHMEE LB  AWF5 T, ELISA 35 W i 7%
HCMV IgM/1gG SUBHPERS H ZHK 0. 25% ; FQ-PCR ¥
I PR W& HCMV-DNA FHPE K Rk 1.20%, &
McNemar ¥i 55, 2258 G it 225 X (P<0.01) , R
HCMV DNA A9 #5232 8 5y, B6 5 A i AT DL 42
HCMV 36 Sh s (R R, WLk 4,

R4 ZEAIMTF HCMV IgM/TgG SUHM: 5 JR
HCMV DNA P H 4
Tab.4 Comparison of dual positivity of HCMV IgM/1gG
and positive urine HCMV DNA

PR I3 HCMV TgM/TgG pon
HCMV DNA (e BT o
A4 3 21 24
R 2 1974 1976
At 5 1995 2000
3 itig

HCMV ZHa% 5 7 BF B SRk H kR 4 fe KA
XUEE DNA JRTE 25 iR LIRS A H A= e e ) B 22
o AR, — EURGe K s Br e e TR, 2 ROE
ST TEAL AR G 75 T i e IR I 5 0TS T S50 Bl Uk
Yelowo - Z R 5 AT AR R AR R TR R L,
IR L R R S WA B LT A R 25 AR,
JLHE S i i B 7L HOMV , fH 7L T 2 b B % B
Az JLEMRAR /N, B A 1228 e KA R 1 Bk = A7 8K
AT IR S R, T TN I Lot

R3 EIRGRAASER IR Logistic [T1JA53H7

Tab.3 Risk factors related analysis of Logistic regression on pregnancy outcome

K% B SE Wald (X2 {i) P1E OR {8 95%CI
HCMV-IgM ( +)/1gG( +) 2.545 1.205 4. 464 0.035 12. 743 1.202-135. 100
HCMV-DNA( +) 2.344 0.538 19.011 0. 000 10. 426 3. 635-29. 909
SCALFREE 0.522 0.263 3.928 0.047 1. 685 1. 006-2. 824
JEAEH 0.577 0.270 4.558 0.033 1.781 1. 048-3. 026
BEAEAS R AT 3R 1. 046 0.439 0.017 2.847 1. 203-6.735

B, [BIA RS . friEiR

Notes: B, regression coefficient; S.E., standard error
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