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[ Abstract] Norovirus, as one of the main pathogens causing non-bacterial gastroenteritis, can cause
serious public health problems and economic losses around the world. In recent years, the outbreaks caused
by the virus in China are on the rise. Human Norovirus ( HuNoV) can hardly be cultivated in-vitro. The
nucleic acid detection method (such as RT-qPCR) has the highest sensitivity and specificity, but it was not
established that the correlation between the detected viral genome and viral infectivity, which leads to
inaccurate judgment of safety risks. Here, the in-vitro and in-vivo culture models, viral genome integrity and
capsid protein integrity were cut into three aspects. The research progress and characteristics of infectious
Norovirus identification technology in recent years were reviewed and discussed, and the future development
trend of this technology was prospected. The aim is to further improve the accuracy of Norovirus quantitative
detection and provide a theoretical basis for its application in the field of food safety testing.
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Tab.1 Comparison of infectious norovirus identification techniques based on carbohydrate complex capture-RT-qPCR

LB e X 52 DREVIE:W R DR il o D SRR v E =P
PGM-MB HuNoV G I .1 300-600 MPa 0.45-4.7 log,, / Dancho Z[16]
TV 1-2 mJ/em?UV,5, 1. 8-3. 8 log,, /
MNV-1 64-72 °C 0.9-3.1 log,, ,
100-200 MPa 0-2. 0 log,, 0-2.0 log,,
200-300 MPa 2.0 log,, 2.0-3.5 log,, Li (15
250-350 MPa 0-1.5 log,, 0-1.5 logy,
350-450 MPa 1.5-2.0 log,, 2.0-5.5 log,,
RNase- PGM-MB HuNoV G I .1 300-600 MPa 0.4-1. 3 log,, / )
Ye &5014]
HuNoV G II .4 100-600 MPa 1.7->4.0 logy, /
HuNoV G I .1 0.3->3. 0 log,, / Sido 4019
HuNoV G1I .4 1. 0->3. 8 log,,
AMEW HBGAs (1SC) TV 56 C 97. 6% 84.2%
300 ppm % 99. 4% 99.7% erin
40% 2T 94. 8% 81.9% Wang 5
30 mJ/cm? UV ,s, 57.6% 99. 8%
GDla MNV-1 2.1% H,0, <0.5 log,, 6.0 log,,
RAW 264.7 HuNoV G I .8 70 °C <0.5 log, 6.0 log, Iy
PGM HuNoV G1I .4 2.1% H,0, >1 logyg / o
Caco-2 70 C >1 logy, /
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ARG RS R R AZ R ik A TR T8 Ak B A TR 7 34
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0 D e 4 Y 55 5 Ry 2 24 R A >
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ARIEAT TR Ry 418 WA 8 X Lt PrCl, 5 oA
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HATEHE b PR AU S 497 7 A ) e B o A=
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(CEWZEA) 5588 CIEAEM R AL) a3 BURLAY 43 55
ZSLEAE 2 0. 05~0. 5 ppm {72 A&ALFE 5~ 15 min
JE1E B Astrovirus ) Bk 5k B 5 (29. 8% ~ 54.7%)
B LR R B 0 45 A (IR s hE 0. 43 ~2.53
log,, ) SBEAM S, 7EL 1.0 ppm JiF S FAL P 5~ 15
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KR 21. 4% ~49. 9% ) Je R B FL KL X
SR 1) A% PR B B (DR R e D B 2003 ~ 2.27
log, o ) B A OfE 8 1) 68 00085 s 5 B 0 o (LA g —
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Tab.2 Summary of infectious norovirus identification techniques
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