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Expression and clinical significance of PTEN, miR-195 and BCL-2 in patients with acute myeloid leukemia.
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[Abstract] Objective To investigate the clinical significance of the expression of genes such as phosphatase
and tensin homolog deleted on chromosome 10 (PTEN), microRNA-195 (miR-195), and B cell lymphoma/leukemia—2
(BCL-2) in patients with acute myeloid leukemia (AML). Methods A total of 60 patients with AML admitted to Xian-
yang Central Hospital from January 2017 to November 2018 were selected as subjects. According to the condition, they
were divided into the initial group (40 cases), the recurrence group (8 cases), and the remission group (12 cases). At the
same time, 60 healthy adults were selected as the control group. The mRNA and protein expression levels of PTEN,
miR-195, and BCL-2 in the bone marrow of the three groups were detected by RT-PCR, and the relationship between
the expression of these three group and AML was analyzed. Results The results of RT-PCR showed that the mRNA ex-
pression levels of PTEN and miR—-195 were 4.25+1.11 and 1.07+0.23, respectively, in bone marrow mononuclear cells
of the initial group, and were respectively 2.91+0.77 and 0.96+0.21 in the recurrent group. The mRNA expression of
PTEN and miR-195 were lower in the recurrent group than in the initial group; they were lower than corresponding
10.53+2.63 and 3.85+1.14 in the remission group, and were lower than corresponding 10.76+2.62 and 3.93+0.88 in the
control group; all differences were statistically significant (<0.05). The expression of BCL-2 mRNA was 9.08+2.08 in
bone marrow mononuclear cells of the initial group, which was 9.40+2.56 in the relapse group. The expression of
BCL-2 mRNA was higher in the recurrent group than in the initial group, which was higher than 3.68+1.03 in the remis-
sion group and 3.24+0.76 in the control group; both differences were statistically significant (<0.05). Spearman correla-
tion analysis showed that the expression levels of PTEN and miR—-195 were negatively correlated with AML (r=-0.694
and —0.735, respectively; both P<0.01), while the expression of BCL-2 mRNA was positively correlated with AML (r=
0.747, P<0.01). Conclusion PTEN and miR-195 are expressed in AML with low expression, while BCL-2 is highly
expressed in AML. The expression of both can be used as a predictor of the occurrence and development of AML. More-
over, the expression of PTEN and miR-195 is negatively correlated with AML, while the expression of BCL-2 is posi-
tively correlated with AML. These indicate that targeting PTEN and miR-195, thereby inhibiting BCL-2 expression, can
be used as a new therapeutic target for AML gene therapy.
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