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[ Abstract] Objective: To analyze the correlation between HBeAg and HBV-DNA levels in patients with
hepatitis B. Methods: A totol of 586 HBsAg positive serum samples were selected. The levels of the HBeAg
and HBV-DNA were measured by the ELISA and fluorometric PCR, respectively. The relationship between
the markers were analyzed. Results: Among the 586 patients, the detection rate of HBV-DNA in HBeAg posi-
tive group and negative group was 86.19 % and 29.46 % respectively, which showed there was significant
difference (X*>=194.46, P<0.05) between the HBeAg positive group and negative group. The content of HBV
—DNA in the HBeAg positive group was higher than in the HBeAg negative group. With the increase of the
HBeAg content, the amount of HBV-DNA in the serum also increased ( F=6.67, P<0.05). Conclusion; The
HBeAg level is positive correlation with the HBV—=DNA load. Simultaneous detection of HBeAg and HBV -
DNA would be clinical most desirable.
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FRAH  HBeAg [H W 312 1], FH 14 82.54% ; & 208 1]
HBV-DNA [H 45 A& & HBeAg FH I K 50 ], F 14 24.
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%3 HBV-DNA & E7 HBeAg FHE A4 1 75 B b 3%

HBV-DNA 4 &

HBeAg 1%
(Log copies/mL)
K c3 312 5.79+2.02
FA % 66 2.85+1.67"

7. * HBeAg M= HBV-DNA 4% 5 A48k 1= 13.91,
P<0.05

% 4 HBeAg PAHEE HBeAg F1 HBV-DNA & 2/IHE M

HBeAg(S/CO) GE HEV=DNA
(Log copies/mL)

1~5 31 3.28:0.31

5-10 121 5.0420.43

10~15 147 6.38+0.39

>15 63 6.870.53

F 6.67

p 0.006

RN & . 5

BAl, EFATE N T F R A FRAEH
WO R, T R B R AR N R AR B R
B R B HBV 7 & 3 R i & 4| 1F 20 Fn 1 o ] 7 &
FET AL R EN AR, HBV-DNA & &
AR ERSE AU EET ERKE, ZE N
HBV-DNA £ Il # % | 52 8 % ot & & PCR 77 %, R &
Ea Fruk UFEERKIEFXFEESEL TR
MEEHFER, ZHE HBV RETE A SR A4
FroE”, HBV-DNA [0 # & HBV & & fafk 4, B
HBV-DNA 4 & H5 , % # & #8078 IR, 7 L e

HBV-DNA fn HBeAg #Z If5 Jk HBV &% 4246 3| 7 8%
5L R Wy L vE S 4 AT, HBeAg 22 HBV #Z0 2E[H By —
B ELAFRFEEMNLETHMNCEETHS C X
Bl —# e —4 P25 AR & Rk, BAKEA B &
e R, AT K HBeAg, T ALAF R B3 W7 % & %l
EHRATIR AN MR KA H e 41 E (HBeAg) & &,
Bl HBeAg I, W E A FI K, L M®R, AKX
I,,586 17| HBsAg FH £ 7, if £ 4 ,HBeAg A £ # HBV-
DNA [H ¥ % (86.19%) ¥4 & & T HBeAg [f £ 4 HBV-
DNA [fHMH % (29.46%) (X* =194.46,P<0.05) , i 7
WX — i Wr; 5 — 7 W, Spearman A % M4 £ A, &

- 822 -

HBeAg [H T, 5 HBV-DNA = Ja # % 8 & ( L%
2,r=0.742,P<0.05) , % " HBeAg [7 4 5 HBV-DNA
Z H ARG — ., Wi, HBeAg I HBV -
DNA # E 5 T HBeAg A4 &, M %& HBeAg & E WY
B4, fn ¥ o HBV-DNA # & M 2 3 i, Bl HBeAg &
E kX HBV-DNA # &, 5 Z & if R " & & % kK F
Ak, BEHEEE R LI, HBeAg MM & F & 4
7 4 & B (ALT) fn 4% 4 & B8 ( AST) K Fi & HBV-
DNAHEWH T EEAT, EHEHEL T, B
M7 BB K B3 HBeAg [H M %3 % HBV-DNA # &
5 ALT AST % K FEEMA, Ha LN E42g
T, LA BT % B % HBeAg f# HBV-DNA [5 i [H 14, 4
B F %% HBV-DNA [H 45 HBeAg FH 4, ALT (AST #Y
KFER, #TAGGEE L HBeAg fr HBV-DNA #
BEETMX,

{2 HBeAg [ P& 7t £ Z ok & HBV & | 3 42 An
%, TEARTH R & K I HBeAg [ 14 66 il B &
HBV-DNA [H £, 4 % HBeAg [ T Z B 5 3F & 2
EEH  MEAEER, T# S5 HBeAg 4 R & 10
W7 kA K, G4 R, HBeAg 16 HBV A
HE -4, =% pre C/C HEHmIELEHBERE A,
pre C/C FEFH X 8 R %, WL & nt1762 2 nt1764 % R
5 HBeAg %k ik T #5171k, (£ HBeAg #9 2 ik 7=
£ % B HBeAg % H % ", HBV -DNA & % 1) 4
g0 RE S L E B PCR ML ¥ R L E SR
AT R B i 7 B HBV-DNA #2 HBeAg 4 & |
& 3 HBeAg [F V£ 4 % 177 A 23.8% t7 & # HBV-DNA
M, EERESAT#ZECHEARCP XEANET R
X HBeAg HIKAFIL ;5K & " A #F5T P45 H 491
] HBV-DNA [ &% & 4 160 1] HBeAg [H 1% & %,
T GmELFHF HBVH CRECREHFERA
REMAFEE J& HBV R A F R AT, T4 H HBeAg
FIMT &+ L HBV-DNA, &l 77 % R 8% 7 m,
HBV-DNA % A PCR 7 %, ab & Ml 1K & & 09 O A BT
RGENEF ,HBV L H A+ K 4 % 74 53 HBeAg
Rl By B R M K, T IR A, AFFR P,
HBeAg 5§ HBV-DNA #y 48 % & # r=0.512, HBeAg /K
PR R B HBV Z #l W At 2 H &, &L
8 2 45 K 4% HBeAg T4 HBV th & #| fntk 0% | 3 7,
JEEHE R DT,

HBeAg 2 /K 42 7 19 & Z 46 47, 5 /K £ HBeAg
mMap 7E hE,ETELEAEER Y TR, @
HBV-DNA # xf 5230 % Bk 5 LI R E A A & 42,
FEUEAARRE, -~ REEERLETE, AMH



255 FH5HA ok & & Vol.25,No.5
2019 F 583 HEBEI MEDICINE May, 2019

HXTER T, R E R, HBeAg 7 I W7 7 38 & fn

MBI R & EENEFH , 18 £ HBeAg FH M Bt , JoR= are associated with persistent HBe antigenemia in chronic
A A HBV-DNA, # ?f'ﬁ,%%‘%@:ﬁ—ﬁ%%%‘fi;HBeAg hepatis B infection[ J]. Hum Immunol, 2017, 78(2) . 166
PRk B, At 6 LT, B 4564 Il HBV-DNA, # -7

REHETHIBRAMEE N, %40 E HBeAg fr
HBV-DNA i 7% & &, F e AW R LR F 4
N\%‘ﬁim%}i?f %,ﬁllu‘:ﬁ‘/é‘ﬁﬁfﬂiﬁﬂgﬁ\ji [7] vg,ﬂ I MAKE E 2 LAMEEZRELHES

##,2018,24(6) :669~672.

B SR 3 BUAR LI A7 4 B 5 éﬁ#aa‘:ri%% S [)] .0 R iR %

(&% 3] #%,2018,31(2) :83~86.

[1] BEE&F HEE AL, %‘Wﬁ@&ﬁi*%ﬁl/ﬁtHBsAg (8] Huki Buak, H4h, %5 137 Bl LA K & F I
# %5 HBV DNA 72 ¥ 2 HBeAg i 89 % £ 94717 H5 LA £ m A& DNA & CART £ e 42 RAR % 157
Fob R EF B R, 2015,36(36) : 5475~ 5477. [J] A0 E 2 515 & ,2012,9(7) :791~792,794.

[2] »Hi&, ¥ ok, w4, 5. TR SR & preSl 55 THF F 2 [9] ki, Fmig, MR, 5 HBV %1 C/C ABH B3 T K
%= HBVDNA Be&-4em a9 16 R A 547 [J]. PR E % F55 HBeAg [AHLI% b 2 BT X B 4F 44042 04 % %
#4,2015,5(17) : 146~ 148, [J]. W6 RAFAZ5% % &, ,2018,34(5) 11020~ 1024

(3] WHEFRMAFSR, PREFRERAFIEME [10] Fhvesr, FEE, RFH,F OB IAE e KRR
TR R 726 4 by (2015 A RATI) [T].oF 4 I MR ¢ M LA K 5 C AR A C A B K R B AT
%,2015,23(12) : 1941~ 1960. [ 1.7 P B ,2011,33(9) : 1424~ 1425,

[4] RARAR, HER, F CHAFFRENZER (1] % B M I 54 %4 0k HBV DNA K F 5 h ik
HBV DNA & F B 5 4iml f2 T AT o7 7 2k 4 45717 7 0 i A HBeAg #9485 M 547 [ J]. 16 AR 4y f 55 4 B, 2015, 17
[J].a%%%ﬁvﬂ‘r%#%&ﬁ,zom,zsm):415~418. (3) :260~263.

[5] Ferreira S D, Chach S G, Souza F F, et al. The HLA-G 14

[ XEHS] 1006-6233(2019) 05-0823-06

BRTREKAESAKERRIFERERBENTTRNENLEMEST

THHR, FEhiE, FHKL
FHEFE - ARERZYE, HHE WT 810007)

[ T) BE: 5B E T B BRAS R TR S I ML IR0 g 0 J7 2L BT oAk, ik iR
B2 2014 51 A £ 2018 5+ 1 ANKE 69 176 B Eis MR8 g &% 3 EMALE o A 2B (n=81) &L
A (n=95) , TR R AR ARFE YT, KA REE L FPBESREFRGIT, B FmEEIRT
2,38 T BT JE AR ) BT 1) & BR & — & BR 5% 38 % &k (YBOCS) (U5 £ 8 & & (HAMA ) B 55 31 37 AR 3 &
(HAMD) #F %, i/@:)ﬁgﬁ/\ I FE AR R R L A, R LKA EAKXES
TR, £ FA %t FESL(P<0.05), %J7HT, w4l YBOCS . HAMA % HAMD 4, £ & R F#F 45,
St AL B2 AR tbfr&’;)’a%ﬁ%%ﬁ(P>O 05) ;797 /5 4 A& 8 A, MR YBOCS . HAMA & HAMD +F %~
B TR, AEFREF53 L4 MRKETAFZHAR, H YBOCS . HAMA HAMD Jii/%}fﬁ‘ FIFE 54 R F)
B IT vk A YT R L rbER 2 A 4t & L (P<0.05) , I e i HLENT B Th A3 A B e A
goit 5 £ 57 (P>0.05) , WL B R L A LI R4t 5 £ 7 (P>0.05) ., _nm’eﬁéf@rﬂxé\%%%
e AT XEE TR JE WG ST A ISR AR A R K E B R ER RS AEER T, SR T,

[88ia) 2 Mg, REFHR; AAkh;, 24M

[ xEktRiEEE] A [ doi] 10.3969/j.issn.1006—6233.2019.05.28

Analysis of Curative Effect and Safety of Olanzapine Tablets combined
with Chlorpromizide in the treatment of Refractory

[Re5 8554 8K %FA4T A, (%% .2014052)

- 823 -

—base pair deletion allele and the deletion/deletion genotype

[6] MEH, 2R AFECAFRLEXZRELAKIFE T
FFAR &M BT H AR R AT AT [ T]. BB EF RS





