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[ Abstract]

2016 to 2018, and analyze the serotype distribution and drug resistance situation of Salmonella strains, and provide the

Objective To explore the infection of Salmonella infections in Yangjiang People's Hospital from
basis for clinical rational use of antibiotics. Methods A total of 6 837 stool specimens from diarrhea inpatient and out-
patient in Yangjiang People's Hospital from 2016 to 2018 were isolated, identified, serotyped and tested for susceptibility
tested, and related epidemiological data were analyzed. Results A total of 766 Salmonella strains were separated from
2016 to 2018, with the overall separation rate of 11.20%, and there was no statistically significant difference in the sepa-
ration rate between male (11.21%) and female (11.19%) patients (P>0.05). The infection rate was the highest in infants
(57.83%), and the young children (1 to 3 years old), and the other age groups (=3 years old) accounted for 25.84%,
16.32%. There were significant differences among different age groups (all P<0.05). The peak period of Salmonella in-
fection was from June to October. The 766 Salmonella strains were classified into 44 serogroups, mainly [ 4,5, 12:i:—
(accounting for 42.82%). There were significant differences among four serotypes of I 4,5,12:i:~, Salmonella typhimuri-
um, Salmonella enteritidis and Salmonella Stanley (all P<0.05). There were significant differences in drug resistance rates
of ampicillin, compound neotamine, chloramphenicol, minocycline, cefepime, ceftriaxone and ceftazidime (all P<0.05).
Conclusion The main serotype of Salmonella causing infectious diarrhea in Yangjiang is 1 4, 5, 12:i:—. There are statis-
tically significant differences in the changes of antibiotics resistance over 3 years. The clinicians should rationally regu-
late the use of antibiotics based on the results of Salmonella susceptibility and the specific conditions of patients, so as to
avoid the emergence of multi-drug resistant strains.
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