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[Abstract] Objective To investigate the incidence of Hemoglobin H (HbH) in couples receiving pre-pregnan-
cy health examination in Zengcheng District of Guangzhou, and to contrast the differences of clinical phenotypes among
different gene types. Methods The couples who underwent pre-pregnancy health examination (primary screening of
thalassemia) in Guangzhou from February 2016 to September 2018 were collected. Abnormal hemoglobin was detected
by capillary electrophoresis; common thalassemia gene was detected by Gap-PCR and Reverse dot blotting (RDB); and
gene sequencing was performed when necessary. Results  Of 15 144 couples (30 288 cases) who participated in the pri-
mary screening of thalassemia, 9 555 people participated in hemoglobin electrophoresis and gene detection, and 64 cases
of HbH were found, with the incidence of HbH disease of 0.21%; HbH band was detected in 48 cases (75.00%). The
most common genotypes were --**/-a’’ (56.26%), --"*/-a** (39.24%). --*/a""a [AATAAA>AATGAA (a2), HbA2: c.
a92A>G] and --"""/-a*” was firstly reported in this area with one case for one genotype. The mean corpuscular volume
(MCV) and mean cell hemoglobin (MCH) of non-deletion HbH disease were (70.85+ 10.65) fL, (19.98+ 1.13) pg, re-
spectively, compared with corresponding (59.05+ 6.55) fL and (18.11+ 1.04) pg in the deletion HbH disease, with no sta-
tistically significant difference (P<0.05); while there was no significant difference in the hemoglobin (HGB) with (93.0+
24.90) g/dL versus (100.42+ 15.67) g/dL (P>0.05). Conclusion The incidence of HbH is high in Zengcheng District of
Guangzhou, and the blood routine parameters of different genotypes of HbH are different. To understand clinical pheno-
types of HbH disease is helpful to better guide the genetic counseling of thalassemia.
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