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Hepatitis B virus DNA quantitative , classification test and
serological test of correlation analysis

HE Yu-hong
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Abstract ; Objective To investigate the correlation between the hepatitis B virus serologic and HBV DNA and geno-
typing detection. Methods Sixty — eight samples of hepatitis B serology and HBV DNA positive samples were select-
ed. HBV serology was detected by ELISA. DNA quantification and genotyping were performed by fluorescence PCR.
The results of serological analysis were correlated with DNA quantification and genotyping sex. Results There were
significant differences between the quantitative results of HBsAg and HBeAg( P <0.01) , while there was no signifi-
cant difference between HBV DNA quantification and genotype( P >0.05). The distribution of HBV genotype in Xi
an area was consistent with other related studies, mainly B and C,and C was higher than that of type B(P >0.05).
Conclusion There is a close correlation between HBV serological results and HBV DNA loads,but has no correla-
tion with genotype distribution,no correlation between HBV DNA loads and genotype.
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