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Abstract: During ‘The Twelfth Five—year Plan’ period, significant progress has been achieved on genetic

breeding of Chinese cabbage ( Brassica rapa L. ssp. pekinensis ) in China. A number of novel breeding materials

have been obtained. DH and MAS breeding technology has been further perfected. High throughput molecular

marker assistant technology has been primarily applied in breeding practice. Mechanized F, seed production has

been realized in full cultivation process. Many new Chinese cabbage varieties have been extended and applied

in production. This paper systematically summarized the important progress on applied, basic and breeding

technology research, germplasm innovation and new variety selective breeding in Chinese cabbage during the past

5 years. It also analyzed and discussed the existing problems and prospected the future development orientation.

Key words: Chinese cabbage ( Brassica rapa L. ssp. pekinensis ); Genetic breeding; DH breeding; MAS

breeding; New variety; Review



