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miR-130b Inhibits the Differentiation of Rabbit Preadipocytes by Targeting PPARY

HE Hong-bing, CAI Ming-cheng, LIANG Xiao-hu, JIA Xian-bo, ILAI Song-jia”
(Institute of Animal Genetics and Breeding , College of Animal Science and Technology ,
Sichuan Agricultural University, Chengdu 611130, China)

Abstract: The aim of this study was to demonstrate that miR-130b could target PPARY to inhibit
the differentiation of rabbit preadipocytes. Primary perirenal preadipocytes of New Zealand young
rabbits were cultured and induced differentiation by cocktail as in vitro experimental model, and
then the expression of miR-130b, PPARy and C/EBPg at 0, 2, 6, 10 d during differentiation
were determined by RT-qPCR. Bioinformatics softwares were used to identify homology and pre-
dict target genes of miR-130b; The preadipocytes were transfected with miR-130b mimic and
miR-130b inhibitor in vitro, and the expression of miR-130b, PPARy and C/EBPa were detec-
ted. The preadipocytes were stained with Oil Red O. The results showed that: 1) In the process
of preadipocyte differentiation, the expression of miR-130b, PPARy and C/EBPqa were variant;
There were a large orange red lipid droplets with Oil Red O staining in the preadipocytes differen-
tiated for 8 days; Bioinformatics software predicted that PPARY could be used as the target gene
of miR-130b, and the sequence of miR-130b had a high homology in mammals. 2) After overex-
pression of miR-130b, the expression of PPARy and C/EBPqa in mimic group were very signifi-
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cantly lower than that in NC group (P<C0.01). 3) After knockdowned miR-130b, the expression

of PPARY in inhibitor group was very significantly higher than that in inhibitor NC group (P<C

0.01), the expression of C/EBPq in inhibitor group was significantly higher than that in inhibitor
NC group (P<C0.05). 4) Oil Red O staining showed that the degree of differentiation: inhibitor
group>NC group >mimic group. miR-130b is differentially expressed in the differentiation process of

rabbit preadipocytes and may inhibit the differentiation of preadipocytes by targeting PPARY.
Key words: miR-130b; rabbit; preadipocytes; PPARYy
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A. The expression of miR-130b in heart, liver, spleen, lung, kidney, leg muscle and adipose; B. Expression of miR-130b
during adipocyte differentiation; C. Expression of PPARY during adipocyte differentiation; D. Expression of C/EBPa dur-
ing adipocyte differentiation; E, F. Oil Red O staining adipogenic differentiation at day 0 and 8(100X). . P <C0.05;
* %, P<C0.01, the same as below

1 miR-130b ZER Gl FF B8 BT & BRAL (RS B HP R R 35 2 K ET R RS B 4 B 9 53 1K

Fig. 1 The expression of miR-130b in heart, liver, spleen, lung, kidney, leg muscle, fat in rabbit and the differentiation of preadipocyte
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Fig.2 Homology analysis and the prediction of the potential target gene for miR-130b
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A. The expression of miR-130b in mimic and mimic NC groups; B, C. The expression of PPARY and C/EBPq in mimic and
mimic NC groups; D. The expression of miR-130b in inhibitor and inhibitor NC groups; E, F. The expression of PPARy
and C/EBPq in inhibitor and inhibitor NC groups; G, H, 1. Oil Red O staining adipogenic differentiation at Days 8 in NC
group, mimic group, inhibitor group (100 X); J, K, L. Oil Red O staining adipogenic differentiation at Days 8 in NC
group, mimic group, inhibitor group (200 X)

B3 3 aRaAEMME K E miR-130b X 3 % 5745 BS B 48 B 43 4L 49 % 0

Fig. 3 The effects of overexpression and inhibition of miR-130b on preadipocytes differentiation in rabbit
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