e 23
2017 (10): 67-72 i [ # 3% CHINA VEGETABLES ﬁﬁﬁtlbj{

20N 25w Ak Tvir—6 X o IV 24 26 o (1Y Bl
MEiE 31BN

B FRE LEX RXEE HENT BFLE #HRX
(P AR R SEAESRITEIT . A B LAY A SRR O T 50505, L5t 100081)

P

B O NP ERURE R Tvie-6, A5G2I T Y21 1TS F tefl P9 38 1 2 AR W bR O 2k (AR
( Trichoderma viride ), 1853 K RERGRSG . AN HIR]IHG 20T 1SR R R PR Tvir-6 XPARESLRAIBHARCR, 455580,
LREOAFZRRR Tvir-6 K RERAE 24 h PAAREEL R 184 MR IESE TR 15 98.5%, TEAARIRE H ARG IRGR F o 78.2%, 1E
RS HBTROE E] 64.9%, 5 10% BEMEBERURLRI BTG RCRAL, Fal (8T R R 34.1% . SREOARFERPR Tvir-6 YFHLL
FAEBCRIITEF o 1 8 TARSE L AR R eI, B RN I 1, Ba s RSS2 b it 1 s SEARL B Hl

KGR RO W MITIRATAIR; BiAXCR

MR 252k L ( Meloidogyne spp.) #8 ha¥kT  WUFEHE H 2R, & s~ 24 =, 76 E 4
KEYFELRZE, B TEHaFEwREY, K ARERHkIk 4123850 (B 5%, 2003; Huang
T o] AR O BEMAR [B)AL AR SR . MBBEAY AT W etal., 2014), TEARZE LR HU T I6 a BE b oK B
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Abstract: To clarify the mutagenic effect and variation rule of EMS on cowpea, this study took
‘Yinjiangwang’ as tested material, and carried out genetic and cluster analysis on phenotypic traits in cowpea
M, population induced by EMS. The results indicated that cowpea M, population showed the following changes:
early flowering in advance, lower first flower position, decrease numbers of branch, effective pedicel and pod,
elongate tender pod. The coefficient variation of agronomic characters was in sequence of branch number > pod
number > effective pedicel numbers > first flowering node > maximum pod length > average pod length >
flowering stage. And the broad value of heritability in branch number had reached the highest as 88.7%, followed
by effective pedicel numbers and maximum pod length. Clustering analysis showed that the phenotype mutant
strain accounted for 18.3%, among which the long—pod material was very common, while the multi—pod material
was less.

Key words: EMS; Mutation; Cowpea; Phenotypic trait; Variation
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REW) ZAET L MR R E,
X Z AR R B WA T PUER, ENSE A
50 A A EE T b AR 2 T Al AR 7 (Woo
et al., 2006 ). K% H THiinRIEYHFHC AR
ZHGE, W T ARBER K ARG R BE (b
WYL 48, 2009), ZRAREBIA/KFESONESE (X#§
T4, 2010 ), ABEFREAERHREE L A i EF g T
IS T HEENERE, EES, REWRPHAIRZEZ%
HEAREZRIEF, BRARE . RT AR, &t
AR BE A IR A B X T AR 235 4 W HLAT A B T 1
( Sharon et al., 2007; Bokhari et al., 2008 )., [E N
WARE T M RARE R PR TRI2, KEARRE T6 45
RXT R 7 IR A A B A VR (42 4%,
2014; skME &, 2016), FEREE (2015) HAEFE
4 BREER BT IR SRR Wbk, IFefE T
.

KRBEEPREARGE L B A BT TR, 738 = A5 o
REIF BRI B 1A R8O 2 B TR 25 26 HUE W PG 1 &
BLIERRAF SR 3o A T ) T IR MR AESR S% H rho B
IS I N 0 XN L e e e Rl = N 7
R LW . AR A H RIS S 2ok e o
REZEIE Tvir—6 XTHRZEL U PAROER, itt—
FERF AR
1 MRl5RFE
1.1 iRgasrt

A MR 4h £k L ( Meloidogyne incognita ) H
B AR L Bk 2 5 55 S A 0T 5% T 9 B TR 4 4y 5 K
SEPRAE, TR0 A 8 & duore R 20 T 1B
P, BUREGE (BB 0.5% ) NaClO W## 3~ 5
min, FFRHTCHEIKYE 3 ~4 K, B TINAIEME EHZ
90 mm FEFRMLABEAL, KRR ML KAZEimK .,
B iR B TE 28 °C, 24 h 5 AT T U 4k
B iR A (J2) TS

AREE PR Tvir—6 Hh 60 S % 75 it F A H
e R A B EE R B Bk, WAMMRAIE S
CGMCC NO.10922, HEX# SRRk 26 5, 1y
TrigiAmll (dba) ARAF. 1.8% BT4EE R 7L
AR ABRAF] ). 10% BEME R
Wk (R, BAAESERSSH) BF
Y. PDA REFRILECIr: Hi%HE 20 ¢ - L7, Bl 20

g+ L7, TR 200 g L'y PDB BiFRALEC 7.
AMi20g - L7, DA 200 - L7,
1.2 KREHFEK Tvir-6 FESFNO FEMFETE

K B B KR Tvie-6 PE1T 5900 43 B el fb, 7
PDA 357758 [ A KAHIE , R0 Bissett 55( 1991)
(I RIT IR TIE A5

P BUAK B B Ak Tvir-6 B 22, JINA FPCB 24 figt
W (LA TRMARAR), REVRR, IFRHA
CTAB J7 4 UL 4 DNA, DL DNA Jgfsid, 251
FH5 19 ITS1 (5" ~=TCCGTAGGTGAACCTGCGG-3),
ITS4 (5’ -TCCTCCGCTTATTGATATG-3') F1 RBP2F
(5 -TGGGGWGAYCARAARAAGG-3' ).RBP2R ( 5' -
CATRATGACSGAATCTTCCTGGT-3 ') ik 47 ITS F
tefl /7 B JF %) ¥ 39 ( White et al., 1990; Smith
etal., 2013), PCR IR Wi & & R ¥ B ¥ = %
EasyTaq DNA Polymerase ( Jb5i & & B AR A
FRZSF] Do PCR 3G 7= W1 28 1% B MR ARHEEIE FL UK 70
Bk, HEEETAU Y (A TR AR
T, BHERREY ITS F tefl FEA3E4T BLAST 2047
(NCBI), #E REEHFPZ,
1.3 FEASEK Tvir-6 XBERENRERER

%R 3 d EREAREZRIER Tvir-6, 1F PDA %
MO B K R T T LA 2 R I E AR 0 0.3
em FEDE, JHEMZE S 100 mL PDB 1555309 =44
R, B3 A RDE, RESIRGER 7 d (28 C.
180 v+ min™" ), FHKTEUEACITIE bR 215 72 (1t
T WP, 53R EERITR R 10 5. 100 %
AT RE AR TR AR TR L I AR
[V B & WA 1 mL, JIDA 100 p L ARZ5 R L —#34))
HO(J2) BIPm (100 44k ), i FAREE 24 h,
B EIR/KIEBEL L 3 Ik, TE AR T~ SR A5
HAFETNG L, BB E A AR, 2t
GBI A TR B, DAICHKAE X R, TR IESE
T3, RO REHACR, BRI 6 MEA, 31K
HE.

REIESET R = (GbHLR BFET 3 - X IR gt ) /
(1- XTHRZRHAET 3 ) x 100%
1.4 HFEREE Tvir-6 BHiatREL RN HIR0E
141 KREXEBROGFEZEM, KO KER
¥R Tvir-6 [ PDA B BF 3 Bt $2 #0 5| & 100 mL PDB
(19 250 mL =i, 28 CHmEEFE 7d, FMHMm
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BRITHTEL, G KK 2k R R & 10°
A - mL” HF ARG, A% 150 ¢ K+,
JIA 15 mL KRB R EERIR A5, B 1 R En
FHRE RGN R AR RN G, R 1 AR, B eE
MoK, ARG E T

142 REZ kAN WINEN 745, EEFEIG
SRS 2 em 84T 1 em WRI/NL, INAR TR 45
R TR BRI, TEAREERR 1 000 2%, REAb
FAS bR, 3WREE, IFLAREANARRE BT /KBHAL
A Es FIXTIR, [ R A 1.8% FT4E R ZEFLIH 1 500
RO N T VAR AL B, AR S mL, 7E
FEFL L 40 d 5 AR AR 25 4 U E AR, 48
THRGEEL, JFHEMRARRA, PR E R RR
Tvir-6 X /i AR ZE L U BIARCR

WREEBEE AR = (X HURZE R - A HARSEH) / 0 IRARSS
B x 100%

1.5 ZREAREER Tvir-6 BiiatR &4 R B EHKIe

HH 7] B %438 56 T 2015 4F 8 ~ 11 H £ 2016 4F
1~ 3 743 AEAE b E Al B2 B B bRl &8 3
ARyvfel (YT ) R ACETN S X 2 Lk 46 366 st
17, PEHUR A PR EEZ A A A, BTEEAE AR
Yool BN e, FE S0 w0 AT 22 SR AL
HURE, SR FH T3 285 4G I - 398 v (14 AR 45 4 HUBk i
BEPEMREE LR H A 5 50 B M T JRAal e (7 Hhak,
1998 ),

SR KBS AR Tvir—6 2 IRV 45 7785 24k
R, KR TLRERBEE 10°4 - mL” HT
FH (RS . SR 7 it I A 25 P R IR et A
e, HoUHE N S0mL, BRERE S, K1k
B A AR B N o[RBT B 10% WE M gk st
WAL B A 2R R LR AR (3 K AL BN
25 X IE 7R 2450 A B P R i K 10% 18 e
JERUR i A -4, B (FR ) RN 15 g0 i
BRI BEPLIX A, BN AT, BT
12 #F, ARG, FRIE 40 em, 1710 50 emo 540
PR 3R, ArBIAEdb st R m At b iR = v it
17, HEESRHS— S BRE, AN S E
WK, g5,

7w A K 5 3 BEAILBE R 30 A4 3 28 AR5 A0
T IRPEARARARZE BN AN, 0B8R TEI, it
B ZERE R (GL), B PiiasceR, IR SAS

B TR GE b o AREEZ AU B 3 MR
H Garabedian Fl van Gundy ( 1983 ) F%) 43 2% b 1,
0% MAMMNE, TR, 19 ADERY,
HARRRM 1% ~20%; 2 9. A/DERYS, e
R 21% ~40%; 3 9. WL hE, HemRA
1) 41% ~ 60%; 4 9. REFERZ, HEWRRM
61% ~80%; 5 %% WMEFEMHLZHK, 2R
21 81% ~ 100%

RE5HEE = X (S GUmMREL x AHXT R %) 1 (T
AR < FmgE ) x 100

BARCR = (0BRSS R4k — A FRARZE 5 50) 7 X FEAR
ZEPEEL x 100%

2 HRE5SMH

21 KREF Tvir-6ESZR D FENFELETE

211 BEFERZ AKRERE Tvir-6 7€ PDA £ 5%
H 25 CTHFHFR3d A, WEKHER 60 mm 1Y
FRFRIL, W22AGRMMER, 5~7 d JRRTEZEHTH
g AR (B 1-A), B R e (K
1-B). Wi P2 B, S0, REDG
W, SAR%E, RN 1~7 pm, 7EFE0RJET
EHEVFZHENIRE I, e, ok

B1 FEAKREEK Tvir-6 HFSHE
AL B HHE. L C: 2. SRR BT, B
WL R EERE ) P www.envegorg, T E[A,




I B SR

L ML (8 1-C), KR Bissett 255025
DT REMRIE AT TN , s i R N SR RS
( Trichoderma viride ).

212 HFAEMFET  LUIKERFK Tvir-6 £ DNA
AR, FH5149 1TS1, 1TS4 #1 RBP2F. RBP2R 43
BITEAT ITS Fil tefl JPAI4 38, 158 P51 BE 435 0
590 bp 1 592 bp (1) ITS Fl tefl PAFBE, B F5IAE
NCBI LA RE# 2 (BLAST), &K Tvir-6
(0 1TS J3 51 5 4% 6 KR 7§ (T viride ) (1) 1TS J7 3]
(KP747447.1 ) AL E] 100%, HEBR B E(E N
0 (Expect=0); M tefl JFH 5280 K% (T viride )
) tef FE51 (KUS21 861.1 ) AHLIE K F] 99.5%, HE
FRIIEEME R 0 (Expect=0), i, FEEEPE Tvir-6 48
RO AT (T viride ).

22 HFBEABEEK Tvir—6 XRE&Z% BRAFEER
221 ZEREBAH Tvir-6 LR E RN FARLE L
ROGER PR IERFIRAL AR S5 4 i 4l
24 h J5 2 HU R R BUE B, Zad i K e R AT
SRANREMR TG PE (B 2—A ), T BRZR v M E 3
(I 2-B ), & BRI M5 LR A 42 1R 5T
T-3K 98.5%. KT 10 %5 5 Ac 2k SR H
A 76.3%, TiFE 100 £5 %5 B 4k BT R/ T
10%, JUFEARCR, KESRFREG BiiA SO B
REAIG . I d I R VR v B A RAFIA BTG
FREEZR SR

A B
B2 FEAFEEK Tvir-6 RERRIRELHBR
A: RIERIEAL IR B: JCRE/KXR,

222 HZEREHM Tvir—6 &K% b 235 Rk
SRR EHR AR, AR LR
40 d J5 X IGHATAR G 4 U A A, E25 D IR
BN K AR 2, ARSI Mo At
AR, PRI GEEC 2147 4 (E 3). 7E
SR A0 KB A AR Tvir—6 A0 B 8 IR 2 HAR R 5%
K, WEEE, ERINREEUNG L, PRk
WEHCH 46.8 1 (K 3), RE5HER %K 78.2%.
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TERTZE P 28 24500 A B AR B TR R AR RERR, HoA /b
RS, SFEIRARIRETEC 25.6 4> (183), R4S

VIR R K 87.9%., 8T SAS 9.1 HAF 3 42 W 25 9 %ok
AN A PR AR S5 2 B E AT 25 g b, 15
P F{H} 160828, P< 001, Uil ARHLM,
BT 2k ) 2 AL P I 7S 0 B TR AR S5 R e b i 22
(£ 1), GO REH Tvi-6 MRS A %
MIBHIARCR , (H 5 BTAE R R 1 PASCRA IR —
TEMZES

NG
CK Tvir-6

B 2fi 2R
B3 ZFKEAREFK Tvir-6 RGP 3T EMIRGE L RY
BAiE SR

1 FEAEHEF Tvir-6 3TE IR L RAIH AR
b T Pk FH T3 EEER %N

HRZE5Hc A REE X /g
CK 2147+75A 913+2A 12.60 + 1.45
Tvir-6 468+09B 320+6B 16.56 + 3.55
e 24 D1 25 /e 256+1.7C 247+18B 18.80 +3.75

T R RSB 5 AR RS P 1Ron 22 5 B P < 0.01 ).

223 FEREBH Tvir—6 3TARL LK K698 58
R A E T TCRIBOT IR K2 50 d J5 A7 H[A]
Bk, I%F ZUCR A = i AT . R
TEOURAT 45 SRR, X IR AR LR dUp s, AR
SiER i ARG K, R B, MR R R
Wt R AT R RS E S 2R AR (E 4),
90% I B A MG I ik 2 4 LA, FIHRGS
TRECH 913, SREOARFRR Tvir—6 ZEFR 8 IR &
Wk, MAREZ, HAys), BRA6, WEHE
B HARGE BN (F 4), FEAREE8ECh 32.0,
SRR R 64.9% ., TEVEMRBEAL PR HRZEZ
HOREIRAR AR, HAE A/ NS A /0 (/7N
R4 (Bl 4), FIMWEEHEECH 24.7, FHIPIAEL
RN 73.0%. WFR1ATLIE N, AbBES XA 4FAE
W B2 5, (H 2 Tvir—6 5 BEmk IRk b 31 (8] 4R 45 45
B B E 2R, UAWILE R a6 KB H P Tvie-6
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X AR 45 28 HURY B TR ROR 5 B T 1.5 g 109 WE IR Ik
AHIE

CK un Tvir-6 ISE I [
B 4 FEKEEF Tvir—6 XT1R 4L B HE SR

PR A R R (1), ACHE T AL FEFEE
WA it &b 3 P 16 7 W 2 SR B T 34.19% 1 49.2%
SR SAS 4 CORR J7 s 45 A4 4b B (%) H [R] /N X
P ARG BGH AT T, R IR S5 184S
PR BB AAE S, R=—0.97, VIHIGEAREH
B Tvir—6 XTAREE 2R g 25 Bh5k , H A =1EH .

3 GRS

REGAVEN—FE LD W, TEPHGHEY &
A PR 2R A B BRSO (E RN A 5. ik 22
2L =R A B R R R AR S S AU E YR IA T
BN, AR SE H R B 1 SRR
Pk Tvir-6, ZIEA Koy T #50E ek R %
( Trichoderma viride ), .z WERATHR 4L i 4)
HBEAERBRICVER, FEAR g S H B ooy
REGL M BA BERPHAEN, HAEBIE = B R
Frar, EAREF T AN HTHT & .

AR B TR R AR 25 2 B 5 22 Y AR B LA,
A8 B AT LA A 48 e Ve AR 45 R M Y e AR ) o
( Sahebani & Hadavi, 2008 ), T. harzianum 7€ ¥4 T
YR R BA PR R AL R 91EH ( Sharon et al.,
2001 ), T viride. T. atroviride f1 T. asperellum %5 0]
DAL= A FE 509 i R AL 2R B (Sharon et al., 2007 ),
—BER B PR AT LAY AR T4 0 B JURn — i 4y ok
TEPUm ARG, T A T R R — o iE
a7 A AT R AR A A N LT R R 14 A D el 2
( Szabé et al., 2012; Atanasova et al., 2013 ). K%
RIAEANAENE, AR Y h K B0, 7
APV RAR G A A itk . A, ek
B R PR Tvir—6 %) & B VR AT DU iy 250 A S AR 45
A, UERH AT DU AR R AR n TS Y B, T EL R AR
FE AR S RS TP B AR RCR 73 AR T 78.2%

64.9%, HE—LUEHILR A R ERE K Tvir-6 A FRE
PIBHTARCR . [RIHE A XT 2 B, 7 B g
8RB TR PR Tvir-6 5 1022 245 7] B 4 13 2= 1 B IR 20
IRAFTEN 35 25 5, A )t v 55 fb 2 2450
WA TR P I TR R 22 S AR TR B Bl 25K, T A
bR T S50 R ARG AN, S AT REAY R R,
FEARARI TR R KA, (b2 5 1%
fife, T HERRESS B AR, S REMREY,
X TR 2R R — e EH, AR AR T
RBE R ETE, M2 T B 8t AR
Sy R TSRO R R R Tvie-6, A1HT T AERT 5
P [RIHIESE Tvir-6 BRRATRZEZE R A R A4
BifEF,  HLAE R PR RO 5 A 2 50 e gt 22 5
FIRF K, R RS E SR, it
— P ITF A AR T E AR

TSSRAT VI 22 PR 2R R il A 977 A1 S 8 K i v F
MR, AR YR EERE 155, AR
YUEIRIEIRAR, itk Bt r=ue, Bhisiiifase
PE2E4E (SRREIR 25, 2000; EFEIE, 2015), FHiL
EI X4 0 R BE IR Tvir—6 AYRE— BT8R T B
R AR IR A B R BRI AE,
DIt —PitE i B, SRR R A B AT T,
FE A AR B R AR 55 I

S 30 Hk

FEFEWE. 2015, EWIBTTATERIYIRG B B A T AETE Y AR X
demegell, (8): 173.

Jrrpak. 1998, AEIEBFSE L. AbaT: ThER AR 307-324.

JBATE, JAEIE, KT 2000, #TARSELE dURIIBTTE LS.
FE#E3, (6): 48-51

SV, skFEA, WX, WU, KRR 2009, FRETREE SMEF2
BHAR FSRAEmUE . dLrbdZ, (6): 102-103.

R, shvkih, LR, RBAE, BEE, PR, 2015, FERM
TIAREE L B AR B P S SR PSS, R, 41 (2):
64-69.

X7, JEHaR, K. 2010 GOREEE R TY009 716 S0R:
SRR LR IO T . T EfOL AR, 43 (10): 2031-
2038.

kR, ORI, BRI, SKIET, BN, ZREE. 2014, MK
ARFFRIBR TRI2 (155 0 K Hooh 2 AR SE R M B R R . rhiE
fesfimdi, 30 (22): 263-269.

TRIEIR, TF, BRBEE. 2000. NS AR ETR YN K.
REFER AR, 11 (6): 951-953.

SRR, TRIFER, BEIVAR, 1525, X 2016, KAKE T6 W




N

I B SR

[E]

CHINA VEGETABLES

R TR T AR G52k sy B i B HARBR e AR . R IZE &
i, 27 (1): 250-254.

P, SRR, RS, 2003, ARZSLMABISCHLR. REITRIF,
29 (6): 6-9.

Atanasova L, Crom S L, Gruber S, Coulpier F, Verena S S, Kubicek
C P, Druzhinina I S. 2013. Comparative transcriptomics
reveals different strategies of Trichoderma mycoparasitism. BMC
genomics, 14 (1); 121.

Bissett J. 1991. A revision of the genus Trichoderma. 11. Infrageneric
classification. Canadian Journal of Botany, 69 (11): 2357-
2372.

Bokhari F' M. 2008. Efficacy of some Trichoderma species in the control
of Rotylenchulus reniformis and Meloidogyne javanica. Toxicology
Letters, 180 (4): 361-369.

Garabedian S, van Gundy SD. 1983. Use of avermectins for the control
of Meloidogyne incognita on tomatoes. Journal of Nematology, 15

(4): 503-510.

Huang W K, SunJ H, CuiJK, Wang G F, Kong L A, Peng H, Chen S
L, Peng D L. 2014. Efficacy evaluation of fungus
Syncephalastrum racemosum and nematicide Avermectin against
the root—knot nematode Meloidogyne incognita on cucumber. PloS
One, 9 (2): e89717.

Jones J T, Haegeman A, Danchin E G, Gaur HS, Helder J, Jones M
G, Kikuchi T, Manzanilla—Lopez R, Palomares—Rius J E, Perry
R N. 2013. Top 10 plant—parasitic nematodes in molecular plant
pathology. Molecular Plant Pathology, 14 (9): 946-961.

Sahebani N, Hadavi N. 2008. Biological control of the root—knot

nematode Meloidogyne javanica by Trichoderma harzianum. Soil
Biology and Biochemistry, 40 (8): 2016-2020.

Sharon E, Bar-Eyal M, Chet I, Herrera—Estrella A, Kleifeld
0O, Spiegel Y. 2001. Biological control of the root—knot
nematode Meloidogyne javanica by Trichoderma harzianum.
Phytopathology, 91 (7): 687-693.

Sharon E, Chet I, Viterbo A, Bar-Eyal M, Nagan H, Samuels G
J, Spiegel Y. 2007. Parasitism of Trichoderma on Meloidogyne
Javanica and role of the gelatinous matrix. European Journal of Plant
Pathology, 118 (3): 247-258.

Smith A, Beltrn C A, Kusunoki M, Cotes A M, Motohashi K, Kondo
T, Deguchi M. 2013. Diversity of soil-dwelling Trichoderma
in Colombia and their potential as biocontrol agents against the
phytopathogenic fungus Sclerotinia sclerotiorum (Lib. ) de Bary.
Journal of general plant pathology, 79 (1): 74-85.

Szabé M, Csepregib K, Galber M, Viranyia F, Fekete C. 2012.
Control plant—parasitic nematodes with Trichoderma species and
nematode—trapping fungi: the role of chil8-5 and chil8-12 genes
in nematode egg—parasitism. Biological Control, 63 (2): 121-
128.

White T J, Bruns T, Lee S, Taylor ] W. 1990. Amplification and
direct sequencing of fungal ribosomal RNA genes for phylogenetics//
PCR Protocols: A Guide to Methods and Applications. New York:
Academinc Press: 315-322.

Woo S L, Scala F, Ruocco M, Lorito M. 2006. The molecular biology
of the interactions between Trichoderma spp., phytopathogenic

fungi, and plants. Phytopathology, 96 (2): 181-185.

Studies on Biocontrol Effect of Trichoderma viride Tvir-6 Against Root Knot

Nematode on Cucumber

ZHAI Ming—juan, LI Deng—hui, MA Yu-qin, ZHU Ping-ping, MAO Zhen—-chuan', YANG Yu-hong,

XIE Bing—yan

( Key Laboratory of Horticultural Crops Biology and Genetic Improvement, Ministry of Agriculture, Institute of Vegetables

and Flowers, Chinese Academy of Agricultural Sciences, Beijing 100081, China )

Abstract: In this study, the strain Tvir-6 was isolated from soil in vegetable field, combining morphological

and molecular biology of ITS and tefl sequence amplification method, strain Tvir—6 was identified as Trichoderma

viride. The biocontrol effect of T. viride Tvir—6 on cucumber root—knot nematode was evaluated via fermentation

broth test, pot and field experiments. The results indicated that the corrected mortality rate of 1. viride Tvir—

6 fermentation broth to Meloidogyne incognita J2 was as high as 98.5%, the biocontrol effect was 78.2% in pot

experiment, and 64.9% in field test, showing T viride Tvir—6 had a similar biocontrol effect with 10% Fosthiazate.

At the same time, 7. viride Tvir—6 could increase cucumber yield up to 34.1% in field experiment. Studies on the

effect of T. viride Tvir—6 and screening for it had enriched the biocontrol bacterium resources for cucumber root—

knot nematode. This study had a great potential in application and provided an important material and basis for

biocontrol against root—knot nematodes on cucumber.

Key words: Trichoderma viride; Cucumber; Meloidogyne incognita; Control effect



