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Table 1 Primers used in present paper

GIEVES FAI(5'—3") Hi&

IKUIF AGTTTTGGTCTAATACAGCTGAG RKILG T
IKUIR GGTTGAGACTGAGACTGAGATT RKILG T
IKU2F CGTGTGAGACAAGCGTTAGC RIEG T
IKU2R GAGGAGACTTGTCCGTGCAT RIEG T
MINI3F TTTGATGATATTGCAACGGAA RIEG T
MINI3R GATCCTTTGTGTCTTGCTTGT RIEG T
APSIF TTCCTGATTTTAGTTTCTATGACCG RIEG T
APSIR TGATGAATTTTGCAGTTCTTGATAA RIEG T
Glabra2F GAAGCTCGTCGGCATGAGTGGG RIEG T
Glabra2R TCTCTCGATTTCACTGTCTGGATTG RIEG T
Actin2F ATGGCTGAGGCTGATGATATTCAAC RIEG T
Actin2R TCTCAGCACCAATCGTGATGACTTG RIEG T
T-6bF CCTTAATTAAGGCTATGCCGAAAGACGGCTTGACCCT EEqEN ke

T-6bR

CCTTAATTAAGGCTATGCCGAAAGACGGCTTGACCCT
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Table 2 Expression levels of T-6b at different
development stages of seed
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Fig.1 The phenotype of seeds in wild type Aribidopsis (Col-0) and transgenic Arabidopsis (N6b)
FrJR=300 pm.
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Table 3 Biomass comparison of mature seeds corresponding to Col-0 and N6b

£ P H R E/mg BRI T H/mg BA R IFEF TR L Fh5 T H/mg- k!
Col-0 2.375+0.064 0.95+0.049 444222 616.3+3.90
Né6b 2.000+0.083" 0.72+0.049" 40+1.33" 566.0+4.64"

**FRIRP<0.01/KF FREER.
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Fig.2 Expression level of /KU1, MINI3 and IKU?2 in the seeds

of Col-0 and N6b at different development stages
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Fig.3 Analysis of carbohydrate contents in the mature seed of
Col-0 and N6b
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Fig.4 Analysis of expression of APS1 and GLABRA2 gene
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Fig.5 Analysis of mucilage staining in Col-0 and N6b
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The special expression of T-6b in embryo decreases carbohydrates
contents in seed of Arabidopsis thaliana
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Abstract: As an oncogene located in T-DNA region in Agrobacterium tumefaciens, T-6b can induce enation
and tumors with its over-expression in vegetative tissues and increase the biomass and oil contents of mature
seeds expressed in endosperm. In this paper, T-6b was fused to the promoter of Napin that could be specially
expressed in the embryo of Brassica napus seed. The results showed that with the expression of T-6b in the em-
bryo of Arabidopsis thaliana seed, the seed became wrinkled, and the contents of biomass and carbohydrates
were decreased. These results were different from the phenotypic results of T-6b expression in endosperm.
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