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Identification of the bacteria causing a new brown stalk rot on maize
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Abstract To identify the pathogens of newly occurred maize disease, we collected the samples of maize disease
from four areas (Wuyi, Xianxian, Fucheng and Yongnian) in Hebei Province. The symptoms of the disease
showed yellowish-brown dry rot in corn stalk, curl and blight symptoms on leaf tips and yellow spots on leaf veins.
Pathogenic tests were assayed by inoculating the bacteria isolated from the diseased corn plants. The pathogens

were identified as Pantoea ananatis and P. dispersa according to the sequence analysis of 16S rDNA and gyrB

gene. To our knowledge, it is the first report of P.ananatis and P. dispersa causing maize disease in China.
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Fig. 1 Morphology of bacterial isolates
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Fig.2 Symptoms on corn leaves inoculated by the isolated strains
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Table 1 Identification of bacterial isolates from the diseased corn
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Sampling site Variety Strain number Identification result

WAL E Wuyi, Hebei F1E} 11 Zhongke 11 WYJ1 Pantoea dispersa
WYY2 Pantoea ananatis

kB Xianxian, Hebei Fit 999 Shengrui 999 XXJ1 Pantoea dispersa
XXY2 Pantoea ananatis

JTL B3 Fucheng, Hebei YR8 20 Jundan 20 FCJ1 Pantoea dispersa
FCY2 Pantoea dispersa

RONE Pantoea ananatis

Wtk 4E Yongnian, Hebei WRAEA 16 Fuyou 16 YNJ1 Pantoea dispersa
YNY2 Pantoea dispersa

YNY3 Pantoea ananatis
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