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The survey of Pepper mild mottle virus in pepper and
processed products in China
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Abstract The survey of Pepper mild mottle virus(PMMoV) in pepper and processed products in China was con-
ducted using RT-PCR. The results showed that the occurrence of PMMoV was 75.5% in 249 pepper fruits, and
there were 97 positive samples in 147 pepper processed products. Moreover, positive samples were able to be
found in each kind of collected pepper processed product. These results suggested that PMMoV was widely distrib-
uted in pepper production areas in China, and its detection rate was relatively high in many pepper processed prod-
ucts. Therefore, this study further clarifies the origin and possible routes of transmission of PMMoV, and provides
a theoretical basis for the effective control of this virus.
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M: DNA marker AL2000; 1-2: Samples from Hengyang, Hunan; 3-4: Samples from Liupanshui, Guizhou; 5-6: Samples from Liiliang,
Shanxi; 7-8: Samples from Leshan, Sichuan; 9-10: Samples from Shanggqiu, Henan; 11-12: Samples from Qingzhou, Shandong; P: Positive

control of PMMoV; N: Water as negative control
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Fig. 1 RT-PCR result of PMMoV in some positive pepper fruits
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M: DNA marker AL2000; 1: Chili powder; 2: Sliced chili; 3: Chopped
hot pepper; 4: Pickle; 5: Handmade pepper; 6: Pepper sauce; 7: Pickled
cabbage; P: Positive control of PMMoV; N: Water as negative control
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Fig. 2 RT-PCR result of PMMoV in some positive

pepper processed products
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Table 1 Detection of PMMoV in pepper fruits
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Table 2 Detection of PMMoV in pepper processed products
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Chili powder 30 26 51
PR 22
Sliced chili 3 29 82.9
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