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Cloning and Sequence Analysis of the GmPR10 Gene Promoter from Soybean

( Glycine max L.)
MENG Fan-shan FAN Su-ie XU PengHei ZHANG Shu-zhen

( Soybean Research Institute of Northeast Agricultural University/Key Laboratory of Soybean Biology of Chinese Ministry of Education Harbin 150030 China)

Abstract: GmPR10 was homology with the PR10 ( pathogenesis—related proteins 10) gene in other plants. To investigate the
expression and regulation of the GmPR10 gene in soybean the 2 235 bp promoter region of 5 lanking upstream of GmPR10
gene was isolated from the genomic DNA of soybean cultivars Suinong 10( with high resistance to Phytophthora sojae in Hei—
longjiang China) by PCR defined as pGmPR10. Tt was directionally replaced CaMV35S promoter of the expression vector
pBI121. The plant expression vector of pBI121/pGmPR10/GUS was used to drive expression of the GUS reporter gene in the
pBI121 and the construct was transformed into tobacco leaves by Agrobacterium-mediated transformation. GUS staining results
showed that pGmPR10 activity was highly induced by drought ( PEG) low temperature (4°C) salicylic acid ( SA) jas—
monic acid ( JA) and abscisic acid ( ABA) . Therefore it was speculated that GmPR10 gene may be involved in the process of
plant growth and development with the regulation of plant hormones as well as the process under abiotic and abiotic stresses
responses to the environment. In addition sequence analysis by PLACE and PlantCARE revealed that pGmPR10 contained
promoter general structure TATA-box and CAAT-box light response element auxin and cytokinin response element heat
shock element cold response element drought responsive element and ABA  SA and JA response elements.
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Table 1 Cis-acting regulatory elements analysis of promoter sequences
Motif name Signal sequence Putative function Number References
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Fig. 4 GUS gene expression of pPGmPRI10 transgenic tobacco under different treatments
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