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Research progress on allergenic plant chitinases
XIANG Qi-sen, SHI Guo—qing, MA Yun—fang,DONG Ji-lin, SHEN Rui-ling"

(College of Food and Biological Engineering, Zhengzhou University of Light Industry, Henan Collaborative Innovation Center
for Food Production and Safety, Zhengzhou 450002, China)

Abstract: Chitinases (EC 3.2.1.14) are hydrolytic enzymes that catalyse the random cleavage of internal B—1,4
glycosidic linkages in the chitin polymer,and they occur in a wide range of organisms including plants,
animals,and microorganisms. High —level expression of chitinases could enhance the resistance of plants to
pest infestation, pathogens,and other environmental challenges. Recent studies have revealed that chitinases
isolated from many common plant foods were allergens involved in the latex—fruit syndrome. The potential
adverse health effects of allergenic plant chitinases have attracted much attention. Advances in researches on
the distributions, structures, classifications of allergenic plant chitinases and their influence on food safety were
summarized in this paper to provide guidelines for the isolation, structural identification, allergenicity assessment,
and control of allergenic plant chitinases in foods.
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Fig.1 Schematic representation of the structure of plant

chitinase
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Table 1~ Sources and characteristics of class I allergenic plant chitinases
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Fig.2  Comparison of structures among hevein, chitinases,
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2 11T P SObRZE K AR B

DA i — AR T

TEK HURBRREZIA BB HNAE, EFEE BE DS WEEZRRARSZHFAERRNES, FHLEA
THLEEAEF SR XRAWPFEN BT RRE" 2 HEHFHH O AL "R AR D, o ERHALXR
TORAPXFEMHAIREAS AT EARERR WREZBREHNS @, WA FEM T an, - EEFFIE

RRTAP AL, BAFXAENEEEY X,

FLIROE—ZREREAWNEZT —KEEER BRSO RRERAPXRE " AXHBHEEE, TOE LN A
XREMFLEERIAWELLEEN A, RO ELE, EFOH RAH XM E T XHA, RIHIHHEREE
THRELH S XAE, LEERAT FRARMFH, AHFARAERCR L AER P XFE, 7

ERAE A -4 HREREELUEIT AP XRENHE DR E “REARN L XWX LGB T SRR ZHEFT
FRA LR TXAGTONE ERRAANAFHEE-—TREX, FUEKE RS E, A RIARERGTHMERE D
FXFHEA  AHBEHX, B LEAER S pEELE, MAEREAGTRKEZ T, — A LF U EA, 728X R4

TS, TR E,

EHN—EABBTHH O RS LR EAAERAXLRGHBA T RE FEHS 4 S0 AP RE T E
RABTMARFALEEE, BEANTATNN -4 THEAR, THA RS, X8 2 MAE, LA L+ X
EAtE, LERAALKRMRNAXH T RGHFEE By FXRE BT ARAE T, MITELT N ETHkE, ”

RERE(TAERBFERNYNALAE, HORBSAM P XA LR, DR AL L,
AEFRENER KT, MR ABTEE LR ERURE WA TRERT WS 5 RETENL, FHER
EAREFNR AOEL NP XREELAAANGEOERE LK BAE BUGT BEAH EFEE 4L RNR
KA RAESYEREBDEMGREYN A FHERTRE, WAL EUIHUERBARB B AN SEARYADH
B AT, - AR B AR RRE T RE, R EREE,
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