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Screening of salt tolerant lactic acid bacteria in soy sauce fermentation
and its effect on the quality of soy sauce
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(State Key Laboratory of Food Science and Technology , School of
Food Science and Technology, Jiangnan University, Wuxi 214122, China)

Abstract; Salt-tolerant lactic acid bacteria were screened from the fermented soy sance paste in this study.One
kind of lactic acid bacteria grew normally in the solution of 18% salt.16S rDNA of this strain was sequenced and
identified as a lactobacillus plantarum finally. The physical indicators of soy sauce which fermented by adding the
salt-tolerant lactobacillus plantarum were better than the control, such as the non-salt soluble solids, amino acid
nitrogen, reducing sugar and total acid.In addition, the content of lactic acid was increased about two times than
the control by HPLC. The ketone and phenol volatile flavor compounds were increased about two times, and
alcohols increased slightly. The research in this paper laid a theoretical basis in order to improve the flavors and
safety of soy sauce.
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Fig.1 The colony morphology of lactic acid bacteria
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Fig.5 Comparison of the solid materials content without NaCl
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Fig.6 Comparison of the amino acid nitrogen content
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Fig.7 Comparison of the reducing sugar content
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Fig.8 Comparison of the pH of soy sauce mash
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Table 1 The contents of organic acids in soy sauce
S 251 (g/100mL) A FLAT T (¢/100mL)
R 0.19 £0.03 0.15 £0.02

WA R 0.13 £0.02 0.25 +£0.02
i 0.09 £0.02 0.21 £0.03
SRR 0.16 +0.02 0.28 +0.02
FLR 0.29 +0.03 0.82 +£0.04
4R 0.50 £0.02 0.32 +0.02
PR 042 +0.02 0.35 +0.01
BRI 0.69 £0.03 0.65 +0.02
R 1.39 £0.04 1.27 £0.03
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Table 2 The results of the flavors in soy sauce
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WY FATE 734 1021 1419 575 6.16 3824
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