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Isolation and screening of antagonism yeast against mango
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Abstract.Isolation and screening of antagonism yeast against Colletotrichum gloeosporioides from peel,leaf
and soil of mango fruits,and investigation of antagonistic effect of isolated yeast against C. gloeosporioides.
Yeast was screened out through confront culture method and in vivo test,and identified by phenotypic and
genotypic characteristics. The yeast strain T18 showed highest and most stable antagonistic effect. Results
showed that inhibition zone diameter of T18 was 14.33mm at concentration of 1.0x10°cfu/mL,with strong in vivo
antagonistic effect of lesion diameter of 1.58mm. The strain T18 isolated from soil was identified by colony
and cell morphology, biological and biochemical characteristics,and ITS sequence,and was identified as
Debaryomyces nepalensis.
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Fig.2  Photographs of colonies (A) and cells (B) of the
C.gloeosporioides
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Results of in vitro inhibition of C.gloeosporioides

by yeasts
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Fig.4 Antagonistic action of yeast strains on C.gloeosporioides
in PDA medium
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Fig.5 Results of in vivo test of T18.T21.LA-4 and F1-3
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Fig.6  Photographs of colonies (A) and cells (B) of T18
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Table 2 Result of biochemical and physiological identification

of T18
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Fig.7 PCR amplification of rDNA-ITS sequence of T18
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