Protein Refolding
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In vivo protein folding
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I In vivo folding
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CTAB B -CD Ky Ky Yield b
(mmol/L) (mmol/L) (min?) (ml? mg~2 min1) (%)
0 0 0.047 0.365 61
1.2 4.8 0.077 0.284 74
2.4 9.6 0.092 0.199 85

2 GdmCI concentration in the final refolding system was kept at 0.7 mol/L

In all experiments.
b Refolding yield at lysozyme concentration of 0.6 mg/mL.

Dong et al.: Biotechnol. Prog. 2002, 18, 663.



Lys GdmCl Ky Ky Ky /K Yield
(mg/ml) (mol/L) (minY) | (ml mg!tmin?t) | (mg/ml) (%)
0.6 0.28 0.148 2.97 0.050 45.2
0.7 0.077 0.284 0.27 74.3

0.88 0.066 0.051 1.29 92.0

1.84 0.017 0.024 0.71 86.7

1.05 0.5 0.11 2.3 0.048 28.6
0.7 0.077 0.284 0.27 55.1

1 0.025 0.001 25 98.6

2 0.019 0.068 0.28 55.8

aCTAB and3 -CD concentrations were 1.2 mM and 4.8 mM, respectively.

Dong et al.: Biotechnol. Prog. 2002, 18, 663.
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Refolding chromatography
On-column protein refolding
Protein refolding in chromatographic beds
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Reverse micelles

\HWW

%ﬂﬂ@ Hedox reagent

Inclusion hody l W% l Mative

L R %‘Lyg V -
Solubilization Flenaturatmn i Recovery
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