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Progress of Ketol-acid Reductoisamerase(KARI) as Herbicidal Target
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N ankai U niversity, Tianjin 300071, China)

Abstract: Ketol-acid reductoisomerase (KAR) is a promising target for the design of herbicides
because it is another essential enzyme for the synthesis of branched-chain amino acids in plants
and microorganisn s yet absent in animals T he catalytic properties, X-ray crystallography of the
enzyme and the studies on the enzyme as a novel herbicidal target are described
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Fig 3 Proposed mechanisn for catalyzed reaction of KAR |
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