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Genotyping Techniques of ldentifying PontM utation A ssociated
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Abstract: Overgpplication of insecticidesmade the insect pests serious resistance Insecticide resistance is an
inherited characteristic involving in one or more insect genes Target resistance is usually asociated with
point mutation(s). Identifying the point mutation(s) isvery important in resistance managament Cam-
mentson five genotyping techniques and their gpplication in the identification of pointmutation, including
single-stranded confoimational polymomhisn, lid-phase minisequencing, bi-directional PCR amplifica-
tion of gecific alleles, real-time fluores cence quantitative polymerase chain reaction and pyrosequencing,
were presented
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