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Cloning of Porcine lipasin Gene and Its Effect on LPL Gene Transcription in Liver Cell
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Abstract: The study aimed to clone the /ipasin gene and investigate its effects on LPL gene tran-
scription in liver cell in pig. The porcine /i pasin gene was obtained by using homologous electronic
cloning techniques and the eukaryotic expression vector was constructed and transfected into hep-
atocytes,and further to identify its effect on the transcription level of LPL gene. The results
showed that /i pasin gene was successfully cloned, the segment size was 615 bp,it was deposited to
GenBank with the accession number KF017598. The size of open reading frame (ORF) of lipasin
was 594 bp and it encoded 197 amino acids. The weight of lipasin molecular and theoretical isoe-
lectric point were 21. 99 ku and 6. 79, respectively. The recombinant eukaryotic expression vector PB-
EGFP-lipasin was successfully constructed and transfected into hepatocyte, realizing the overexpression of
lipasin gene. Compared with the control group,the transcription level of LPL mRNA decreased signifi-
cantly in PB-EGFP-lipasin transfected hepatocyte. These results suggest that /i pasin may affect lipid me-
tabolism by inhibiting the LPL gene transcription in hepatocyte.
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Table 1 The primers used in PCR amplification reactions
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pLo PCRZBIAAF:95 CHUZME 2 mins 95 CAME
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GAPDH F.: TGACTTCAACAGCGACACCCA 191 60
(NM001256799) R:CACCCTGTTGCTGTAGCCAAA
lipasin F. TGACTCTGCTCTTCCATGGG 109 60
(KF017598) R:AGGCTTACACGTAGCTCCTG
LPL F. TATGCAGAAGCCCCGAGT

245 60

(NM000237. 2)

R:ATGAAGAGATGAATGGAG
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Fig. 1 Amplification results of porcine lipasin cDNA
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Fig.4 The melting(left) and amplification(right) curves of genes detected by quantitative fluorescence PCR
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Fig. 6 Effects of lipasin on the transcription level of LPL
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