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Genetic Polymorphisms of Osteoprotegerin Gene in Ankylosing Spondylitis in Chinese Han Population
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jing, Jiangsu 210008, China

[ Abstract] Objective: To investigate whether the genetic polymorphisms of osteoprotegerin ( OPG) gene
are associated with the susceptibility to ankylosing spondylitis ( AS) in Chinese Han population. Methods: Be-
tween Jan. 2008 and Jan. 2012, a total of 195 AS patients and 203 cases of matched age and gender controls
admitted in our hospital were enrolled in this study. Genomic DNA was extracted from peripheral blood leuko-
cytes of each subject. Two single nucleotide polymorphisms (SNPs) of OPG gene (rs2073618 and rs4355801 )
were genotyped with TagMan probe method. The frequencies of different alleles and genotypes were compared
between AS patients and controls. The associations of OPG genetic polymorphisms with the susceptibility to AS
were also analyzed. Results: Both OPG gene SNP rs2073618 and rs4355801 were conformed to Hardy — Wein-
berg equilibrium. The allele frequencies in AS patients and controls were 12073618 (G): 71.0% and 71.
9% , (C):29.0% and 28.1% ; rs4355801 (G): 27.7% and 26.4% , (A): 72.3% and 73.6% , respec-
tively. The genotype frequencies in those two groups were 12073618 (CC): 9.2% and 8.9% , (GC) . 39.
5% and 38.4% , (GG): 51.3% and 52.7% ; rs4355801 (AA): 52.3% and 52.7% , (AG): 40.0% and
41.9% , (GG): 7.7% and 5.4% , respectively. No significant difference was observed between the frequen-
cies of different alleles and genotypes of OPG gene SNP rs2073618, rs4355801 in AS patients and controls (P
>0.05). No significant risk allele or genotype of the susceptibility to AS was found either (P >0.05). Con-
clusions ;: The SNP 152073618, rs4355801 of OPG gene may not be associated with the susceptibility to AS in

Chinese Han population.
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Tab.1 The sequences of primers and probe for two single nucleotide polymorphism loci in the osteoprotegerin gene
v /5 (Loci) &7 ( Products ) FF31 ( Sequences )
152073618 EiE5 149 F(Forward primer) TCCAAGCCCCTGAGGTTTC
TUiE5 % R(Reverse primer) AGGGACTTACCACGAGCGC
&% FAM( Probe FAM)* FAM - CCACAATGAACAACTT - MGB
¥4t HEX ( Probe HEX)" HEX - CCACAATGAACAACTT - MGB
rs4355801 Fi#51%) F( Forward primer) CAAACACTGTGCCTAGTCTAAGCAGTA

T#5149 R(Reverse primer)
¥R%t FAM( Probe FAM)®
¥R%+ HEX ( Probe HEX)*

AGCTTTAGCAGCTGACTTTCCCT
FAM - AGGTCTCAATAAATG - MGB
HEX - CAGGTCTCAATAAGTGG - MGB

7 ra. BREF FAM X} 58 & C( Probe FAM indicates allele C) ,b. %4 HEX X} )i 3% G ( Probe HEX indicates allele G) ;c. #£%1 FAM X i s A A
(Probe FAM indicates allele A) ,d. %4t HEX %f i/ 3t G ( Probe HEX indicates allele G)
Fz2 ASHASXIERA OPG EE SNP ERE B SEMEFRE(H,% )

Tab.2 The frequencies of allele and genotype of two single nucleotide polymorphisms in OPG gene in AS patients and con-

trols(n, %)

i H (Ttem) AS 2 ( AS Group) X} B 2H ( Control Group) X P
152073618
cC 18(9.2) 18(8.9)
HE L (Genotype)  GC 77(39.5) 78(38.4) 0.082  0.960
GG 100(51.3) 107(52.7)
. G 277(71.0) 292(71.9)
S5 A (Allele) c 113(29.0) 114(28.1) 0.078  0.780
14355801
GG 15(7.7) 11(5.4)
FEH % (Genotype)  AG 78(40.0) 85(41.9) 0.875  0.646
AA 102(52.3) 107(52.7)
S (7 JE X (Allele) N ;ZEEZZ; ;(;Eig:z; 0.181 0.671

&3 HEINEAE OPG EA 152073618 5 14355801 5 AS gyt X%
Tab.3 The association of the OPG gene SNPs rs2073618 and rs4355801with AS in Chinese Han population

177 25 (SNP) AS 4 vs. XJHRZH (AS Group vs. Control Group) OR P 95% CI

CC vs. GC +GG 0.957 0. 899 0.482 —1.898

rs2073618 CC + GC vs. GG 1.059 0.776 0.714 - 1.569
Cvs. G 0.957 0.779 0.704 —1.302

CC vs. CG +GG 0.949 0. 826 0.595 -1.513

rs4355801 CC + CG vs. GG 1.093 0. 686 0.709 —1.686
Cvs. G 0.946 0. 695 0.716 —1.250
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T2 R Rk, 1605 418 W 2 s ok,
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%05 R B AR 1k OPG™ | fE4T 4
Zirp, OPG fE 5 RANKL 3% 4+ M 45 & L) BH ¥ i
RANKL 5 RANK %5 & 5 | & (% i B 20 it i) 34 78 5
Il SEEFW, EFRIE OPG BHEFEIR /N ]
TR AR RAEALAE S TR RR OPG DRy /) R v
B A RS o T AS — AN AR
AR 09 0T S () B P i S i

EAEH

rs2073618 J2& OPG KN % — N4+ X 11 G/C
AR 0] i 2 A5 1) 2 L R ph K 1] 4 R AR R iR
f''* . Huang %' 3738, 76 &5 1% 0 IX A B P, OPG
FL P SNP 7 5 1s2073618 GG KL BIHEMT 3 AS 1Y %
o ARG A2 v, LA 1 5487 35 PR 43 A 5 JR 3 IR H
TRLIP) A B A0 ] 6 450 B R A R — A e
AAEGEH, o E KRG U AR OPG JE A 12073618
D7 S A FE R S5 FE R R A fE AS 2 5 X RRZ 2
BT B2, HR LIS AS 5 B+ 5 1) K5
S FEDR B KL P R, 55 Huang 46 H238 A — 2, 7]
A& Huang PRIFSY Hh A B 2 A 26 B 19 RO, T
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