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Abstract: In this experiment, an endophytic bacteria XZ-2 with broad spectrum antimicrobial activity was isolated from soy-

bean plant. Antibiotic activity assay showed that XZ-2 had strong antibiotic ability against 8 phytopathogenic fungi, and the di-

ameters of inhibition zone were larger than 20 mm. The growth curves of XZ-2 were drawn by spectrophotometric method, the

result showed shaking XZ-2 in liquid LB medium for 12 h could basically reach the logarithmic growth phase, the growth curve

drawing for XZ-2 may be useful for fermentation conditions optimization in further study. 16SrDNA fragment was amplified by

PCR and the phylogenetic tree was constructed by software MEGA 6.0, and then XZ-2 was identified as Paenibacillus poly-

myxa. This study showed that XZ-2 had brilliant biological control application prospect.
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Fig. 1 The growth curve of XZ-2 in LB liquid medium
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Fig. 3 Homology trees of XZ-2 based on sequences of 16SrDNA

2.3 MEEENE

BER IR  XZ-2 WP HR 8 Fh AR I FL TR 1
A R BRI A 3 P HG e R H R B A e
T /N2 SOR R T LA R A A6 B 28 T 1 0 T L
7N 35.6,31. 8,31. 8 F130. 3 mm, Xf 22 )\ s JH.

TR L BT B TV 2800 T /D 22 2 5
T BB AR 43 3 29.0,26.2,25.0 F121.2 mm
(K1) MR 2 PR, X22 % 8 Ffitif
Wy I AN IR AR B, 39 8 T AR R
R (K 2) o



1000 K 7R ¥

6 11

xR HRHAE XZ-2 3 8 MEYRREENINEEE
Table 1 Inhibitory activities of endophytic bacteria XZ-2 against 8 plant fungal pathogens

R B EL# Fungal pathogen ST EHAE Average width of inhibition zone/mm
FarM AL G Pleospora herbarum (Pers. ex Fr. ) Rabenk 31.8
W NIKESRE Botrytis cinerea 26.2
HE RPN Ceratocystis fimbriata Ellis et Halsted 35.6
22 JNIRIE G Colletotrichum orbiculare 29.0
KA Z0R B Fusarium oxysporum( Schl. ) f. sp. melonis 25.0
INE BRI Fusarium graminearum 21.2
INFELAGE T Rhizoctonia cerealis Vander Hoeven 31.8
NAIE T Z0e A Verticillium dahliae Kleb 30.3

AR AR 3 B H B ARBEG B 5 C o BRI 11 5 D - M A8 28 S0 11 5 B 2 22 JINBIEI 75 F - BTG 280 1 5
G /N IR TR s H o /N ORI 25 I Z2 50 AR T A ik XZ2-2 b3

A: Pleospora herbarum; B: Ceratocystis fimbriata; C. Botrytis cinerea; D Verticillium dahlia; E: Colletotrichum or-

biculare; ¥: Fusarium oxysporum(Schl. )f. sp; G: Fusarium graminearum; H:Rhizoctonia cerealis; The left plate of each
figure was control, and the right one was treated by XZ-2.
4 XZ2 pEE SN E
Fig. 4 Analysis of antibiotic activity of XZ-2
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