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1. HBREZEE (Frame shift)

RNA 7% (RNA editing)

M T E DNA (Microsatellite DNA)

E 5 EE (Housekeeping gene)

%88 (Ribozyme)

AASBIHE (Alternative splicing)

HEEFEZFHE (Gene family)

257 (Enhancer)
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mRBAEE (Leucine zipper)
HE A% (Historie code)
[FYR A2, (homeodomain)
EHRA (Proteome)
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