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Abstract:In order to evaluate the genetic diversity of the wild soybean ( Glycine soja) in the different region of Liaoning
Province, China,a total of 30 wild soybean accessions from 5 ecological regions ( semi- humid zone of plain in the centre,
semi- humid zone of low hill in the south,semi-humid zone of plain and low hills in the northwest, semi-arid zone of hill in
the west ,and humid zone of mountainous lands in the east,abbreviated as region [ , Il , I, IV and V ,respectively ) of Li-
aoning province in 2007 were genotyped using 40 pair of SSR primers. 129 alleles were detected by 18 pair of SSR markers,
with an average of 7. 2 alleles for each locus. Shannon- Weaver diversity indexes varied from 1. 1753 to 2. 1234 with aver-
aged 1.7285. The region | had the most germplasmas,the alleles and the highest genetic diversity,followed by the region
V and the region [V had the least and the lowest. The value of genetic similarity was highest(0. 6496 ) while the value of ge-
netic distance was the lowest (0.4314 ) between the region | and V. The value of genetic similarity was the lowest
(0.4326) while the value of genetic distance was highest (0. 8379 ) between the region Il and IV. There was no relativity
between the results by the SSR markers and geographic origin by cluster analysis.
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Talbe 1  Accession numer and origin of experiment materials
=% =1
g 0 om0 K
Accession Accession
No. Origin No. Origin
number number

1 7ZYD02225 7<% Benxi 16 ZYDO2560 7%if§ Linghai
2 ZYD01620 E & Changtu 17 ZYD02379 J3F Kangping
3 ZYD02420 #JPH Chaoyang 18 ZYD02246 5ifi) Kuandian
4 ZYDO2011 K3 Dawa 19 ZYD01914 i1 Liaozhong
5 ZYDO01962 T4 Dengta 20  ZYDO02486 %A Lingyuan
6  ZYD02269 AU Fengcheng 21 ZYDO2180 )5 Qingyuan
7 ZYDO2684 i Fushun 22 7ZYD02617 %% Suizhong
8  ZYD02413 B Fuxin 23 ZYDO01931 44¢ Taian
9  ZYD02093 FLF3)k Wafangdian 24 ZYDO01896 4%I% Tieling
10 ZYD02045 F54H Gaizhou 25 ZYD01922 #rE Xinmin

—
—_

7YD01942 3§, Haichen 26
12 ZYD02593 HM[l| Heishan 27
13 7ZYD02211 #H{~ Hengren 28
14 7ZYD02530 # 5 Jianchang 29
15  ZYDO2119  4:JH Jinzhou 30
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Fig. 1  Electrophoretic result of PCR products by using primer Satt177

2 514 Satt005 414 74y v KA 24 2R
Fig.2  Electrophoretic result of PCR products by using primer Satt005
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(Satt190 ), fix il & 1. 1753 (Satt022), ¥ ¥y {HERHEIX) 0. 8736 (PYHS T 51X) .
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Table 2 Genetic diversity detected by 18 SSR markers in the samples of Glycine soja from different

ecological regions of Liaoning province

LT I X nx rx VIX VIX
S GEBH) Liaoning Region | Region I Region I Region IV Region V
Primer(LG)
NA 1 NA 1 NA I NA 1 NA 1 NA I

Satt276 (Al ) 7 1. 6859 4 1.2130 1 0 4 1.3863 3 1.0986 2 0.6730
Satt177 (A2) 9 1.8731 6 1.6138 3 1.0114 3 0.8018 4 1.3297 6 1.7482
Satt534(B2) 10 1.9979 7 1.7540 4 1.3209 4 1.3863 2 0.6365 5 1. 6094
Satt190(C1) 9 2.1234 6 1.7329 3 1.0549 3 1.0549 2 0.6931 4 1.3322
Satt281(C2) 7 1.8336 7 1.8867 5 1.5607 4 1.3322 2 0.6365 4 1.2425
Satt147(Dla + Q) 8 1.9421 7 1.8344 4 1.2425 4 1.3322 2 0.6931 6 1.7918
Satt005 (D1b + w) 8 1.7178 5 1.3592 3 1.0114 4 1.3322 3 1.0986 4 1.2425
Satt168 (D2) 7 1.8995 6 1.6675 5 1.5607 3 1.0549 2 0.6365 3 1.0114
Sat_112(E) 5 1.3374 4 1.2861 3 1.0397 2 0.5623 3 1.0114 4 1.2799
Satt114(F) 10 2.0129 6 1.7061 5 1.5454 8 2.0253 4 1.3863 7 1.8201
Satt288(G) 7 1. 8908 4 1.2130 4 1.3863 3 1.0986 2 0.6931 5 1. 6094
Satt434 (H) 5 1.3127 4 1. 1873 4 1.3297 2 0.6931 3 1.0114 3 1.0986
Satt571 (1) 7 1. 6694 6 1.5401 4 1.1988 6 1.7481 2 0.6365 4 1.3297
Satt431(J) 4 1.3444 3 1.0549 4 1.3297 4 1.2799 3 1.0986 3 1.0114
Satt544 (K) 9 2.0282 7 1.8344 4 1.3297 4 1.3322 2 0.6365 4 1.3297
Satt462 (L) 7 1.7131 5 1.5341 4 1.3322 3 1.0549 3 1.0986 5 1.5607
Satt590 (M) 6 1.5555 5 1.5230 3 1.0549 3 0.9503 2 0.6931 2 0.6931
Satt022(N) 4 1.1753 3 1.0549 3 1.0114 3 1.0397 2 0.6365 3 0. 8240
St Total 129 95 66 67 46 74

SEH4{H Average 7.2 1.7285 5.28 1.4997 3.67 1.1845 3.72 1.1925 2.56 0.8736 4.11 1.2893
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Table 3 Comparison of genetic identity and genetic distance

of germplasm in different ecological regions

ABX I X X mx VIX VX
Region Region I Region II Region I Region IV Region V
I - —-—-- 0.5979 0.5951 0.5346 0.6496
| 0.5143 - - - - 0.5116 0.4328 0.5478
It 0.5191 0.6702 - - - - 0.4326 0.5267
v 0.6263  0.8376  0.8379 - - - - 0.5803
\ 0.4314 0.6019 0.6412 0.5442 - - - -
= = = = LAEoh Nei” s A ARRIYE, - - - - LUF O Nei” it %
e
Values above and below” — — — — " are Neis genetic similarity and

Neis genetic distance , respectively.
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Fig.3 Dendrogram of 30 matertials of wild soybean

from different regions on genetic similarity
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