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Dynamic Changing in the Expression of chMDAS Signal Pathway Factors
in Peripheral Blood Lymphocytes of Chicken Infected with IBDV

WANG Cheng-cheng, GE Ming, LIU Chao-nan, LUAN Ya-nan, LI Guang-xing, ZHANG Rui-li*
(College o f Veterinary Medicine , Northeast Agricultural University, Harbin 150030, China)

Abstract: The present study investigated the expression of chick melanoma differentiation associ-
ated gene 5(chMDAJ5) and its signaling pathway factors in chickens infected with infectious bur-
sal disease virus(IBDV). Fourty 14-day-old specific pathogen free(SPF) chickens were randomly
allocated into 2 groups which were infected and control groups. The infected group of chickens
was inoculated with IBDV by intraocularly and intranasally. Meanwhile, the control group chick-
ens were administered with PBS by intraocularly and intranasally. Peripheral blood lymphocytes
were isolated at the 1st,4th,7th and 21st day after infection. Real-time fluorescence quantitative
PCR method was used to detect the mRNA expression levels of chMDAS5 signal pathway factors
and the IBDV loads in peripheral blood lymphocytes of chickens. The results showed that the viral
loads of IBDV-infected chickens in peripheral blood lymphocytes on the 4th day were significantly
higher than that in the 1st day,and then gradually declined. The expression of chMDAS5 and its
downstream targets genes were significantly increased(P<C0. Olor P<C0. 05) at the 4th day after
infection, then reduced at 7-21 day than that in the control group. The results indicated that IBDV
could activate the chMDAS signaling pathways in chickens. In addition, the replication of IBDV
had closely relationship with the expression of chMDAS5 signaling pathways factors.
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Table 1 The primers used to amplify the gene fragment of chMDAS and its signaling pathway factors

FE K Name of primers

B FEF (5'-3") Sequences(5'-3")

K/N/bp Fragments sizes

GGAAGGCCTAGACATCAAAGAGTG

chMDAS 135
CATCTTCACGTTCAACAGCTCCTG
TGCAGGGAGGCCATACACCAGTG
chIPS-1 o 124
TCCACCTCCCAAGGTGACCCGTG
CTCTCTGACTCTTTCAACCTCTTCG
chIRF3 260
TGCTGCCTGCTCCTGTGG
GCCCACACACTCCAAAACACTG
chIFN-B 151
TTGATGCTGAGGTGAGCGTTG
ATTGCTGCGCTCGTTGTT
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CTTTTGCTCTGGGCTTCA
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