BMEESRR 2015,46(2) .273-278

Acta Veterinaria et Zootechnica Sinica

doi: 10.11843/j. issn. 0366-6964. 2015. 02. 014

38 61 308 15 BT 2 9 SR e U e 97m 3B = FL 22

I wm.EFL,x AL EXKR.BEKE
B R o 28 P 2 e o B OBF 5% 5 S T 7 1R 2 S 30 T A S0 B0 3 3 M 225009)

O UG R BE DX A TR A% S 48 5 461 1) 20 4, 4 Fh SPF XS 35 IR % W % AR I PR 2 W 4T PCR 47 1 0 A&
PRI 7 43 T 5 B 43 B O 6 s 1 e XS A R A T 48 0 75 () B ) 38 A 081 SR B E AT 0 B R A LA . R BB T
HAWE G &R 9 H IR/ SPF G, JH AR A4 19 IR 20 52 B0 88 DNAL i) 3k45 DNA itk . WEE &R
B 1 BB NG RE hexon 2RI AR KSR IE G 80 1 X5 514, 0 51 90 40 9 75 19 DNA B4R # 17 PCR ¥4,
SERY I 5 B E KN R B R AU 5% UL A SR I A M AR VR 4R R A SRR A% DY A TR R L £
HRRR A, WP AN R, @bk S T B & IR 5 v 4 B RUE S 98, 690, 5 o Ath i %5 79 i AH 8114 g
68.7%~96.9% .5 IT B & 9 15 (0 X H 100 1 P 2 9 2 0 T 706 65 0 0 2 1) 06 2 26 5 E 0 28 (9 AR ARLPE 44, 6 %6, I
LA Sy R | BEE MR R O D S MBS | B e R AR A TR .

K WAL R s IR 0 B 8 shexon JEH

B4 %S :S852.659. 1 XHKFRERD A XEH/S: 0366-6964(2015)02-0273-06

Pathogenic Detection and Pathological Observation of Inclusion Body Hepatitis in Chicken
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Abstract: One strain of the inclusion body hepatitis virus (IBHV) was isolated and identified
based on pathological changes,PCR and sequence analysis in sick chicken. The DNA of the IBHV
was extracted from allantoic fluid obtained from SPF egg, which was inoculated with the sick
chicken liver. The primers were designed based on the conserved hexon sequence of avian adenovi-
rus. The PCR product of avian adenovirus was amplified and sequenced. The fatty degeneration,
karyopyknosis,cell necrosis and basophilic inclusion bodies were observed in liver tissue from sick
chicken. The sequencing results indicated that the virus shared 98. 6% identity with FAV-4 in
group | and 68.7%-96.9% identity with other serotypes in group [ ,and 44.6% identity with
hemorrhagic enteritis virus in group [ and egg drop syndrom virus in group [[I. These results
confirmed that the isolated virus is a member of fowl adenovirus groups,and can cause chicken in-
clusion body hepatitis. Our research provides the basis for isolation and identification of group [
avian adenovirus.
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HE PG B R T BE FAV A 12 A i i 2
(FAVI~12). [l #F FAV 4145 KOG H i 1 s 5
B (HEV) (R 3 7 9095 55 7 A1 X8 MU0 0 B » &A1)
5 1T FAV LHilsii ke tk. [ FAV i 28
4 HEi 5 (egg drop syndrom virus, EDSV) FI M\ HH
SrE B R BN LB FAV HA 1 3t
FEHeE . 1B FAV & A A R B 0 e, Horb Lt 5%
F 45 WA AR A Y IR ZOPE IR LA B (CELO virus) |
30 SR R R YRR R . T T
B FAV 515 09 X9 6036 4 58 A Ry — Fh i ke » 5
AR A AR TG I R FE TR I A . R 5]
JZ R Iz Y A AR % AT
BB FRIA B O T AR B o X W AR
# (inclusion body hepatitis in chicken, IBH) X FR i
FX M 475 AF (anemia syndrome) , & FAV 5|5& 1Y
G oGy, FERFEG, ZEANE
it IBH BRI — M 23 d, 4R AE 2 &0 5 34 d 4K
HHIAE T, v W ] — e 5 5 R A% 1k, EL {8 2K s R 2
2~3 JH . KAL) B AL 7E
2 d NIET-SURE LT R 1026 ~30% , 5% etk
25 TR RSB O & I D ST B L AR N
B RE R 30 A TR S AR TR A IR I T S B
PR R ML TR, EH AT IBH 2 F 3~7
JARE R RAG H 2 7 H g R 20 A AT A .

A 2t 55 30 3 L SR 118 A A L o B A U T
X JH 5 LR SPE XS IR 43 859 55 . $2 J DNA, 2
PCR %€ , i &30 3 X FAV hexon 3 H #4717 5
N gsi A% HEAR A3 BT o B A8 200 B R A 5 T R
(ABHV) .y 1 # FAV {2 Wi & 4k 42 .
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TR [ 4 ZEISS, BE R RAEE 1 SANYO,
DYY-8C #Yrg ik B At 7S —ALE T . WFEA
) Sk T A e A

ik, 5 X buffer, 10 X buffer, ANTP, [ 75|
M1, RS Y. cDNA B4k, MgCl, , &5 £ E i, 20
mg « mL ' [ K. 10% SDS, £}, &4, K 2

2,70 % 2 g, PBS, PU4ii PBS %,
1.2 fmel R abiE

S AL RS R 1S HE 8 B4 0 B8 TR XS B YT 9 48 i

SR8 BEX 14 JIF o 76 K B 0F A o B9 0 B L
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HEEPATHFEE, /4% 1.5 mL #8845 P . | & %
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KRR RE 5 BE] — 20 CHR-AF .

SR FE XS HE T 15 %6 4 IR B RIS W (5. 55 % ~
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SPF 8, 43 50 i 47 b ic » B8R I o AE I 5 Fh D
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T 22 ol 5 AL X 420 308 1 T 46 5 B 1) PR ¥V 437. 5
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S GenBank &% 1 FAV T B hexon 3£ H
PP A) . Wit — X519, LlEsl¥h 5'-ATGT-
CAGCAGTAGGCGATTGT-3'; F i 8l 4 K 5'-
CCCGTCATGCCGTCGCTCTCTAAGGGT-3'; i
WY A B 2 914 bp, SI¥H iE TAY TRA
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1.7 BEFMEITRFE hexon BEER Y 18
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1) 4 5 R 37 X 43 A [t 9 2

2 & X
2.1 KERELR

X SE RS HEAT B - AT DO A BRI RO o
5 AR CIEL 1) 5 BT HG B I S8 0 S i S8 0 04 A
2.2 fREFEURER

B 95 SR I 2 23 AR R B ARk AT [ 5 S A D)

B1 m8LERik

Fig. 1 Pericardial effusion in sick chicken
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A. Basophilic inclusion bodies of liver cell in sick chicken;B. Fatty degeneration of liver cell in sick chicken

B2 FBAFALARETL (HEEE) 1000X

Fig. 2 Histopathological changes of liver in sick chicken (HE staining)1 000 X

2.3 PCR®MER

P SPF 39 ik JR ¥ W 1) DNA #17 PCR 473 .
R 45 X8 A 308 R B 98 995 75 F) heron R4 51503 Y
FESEPET Y, LAk B BE DL B Ak B 2H DNA B
WHEAT P38 . RBP4 100 Bh e B e v vk o0t
AR R 3G 5k U RO R Bk
INAAF K BEZ) Ry 2 914 bp(J& 3)
2.4 NEHER

28 4 W di 2 w1 APE4E L 45 A% IBHY hex-

on FEHFFHA 2 914 bp, A 40H% 900 A~ E IR . 7 Fk
BHT-2N. M GenBank 1 F #k & 2 % ki i L Al
FAV FHICEE bR CH I B AR 8 5 5y FAV1: U46933. 15
FAV4. NC-015323. 1; FAVS8. GU734104.1; FAVO.
AF083975. 2; FAV 10.U26221. 1; HEV: AF074946. 1;
EDS:Y09598. 1) B hexon XN JF %), 8 111 DNAS-
tar B ff MegAlign T. B ClustalW J7 B X7 I JF 45 5=
AT Z R B, e RML r kS 1R
FAV H [fi 35 4 5 K0 L4 R 98. 6 %0 » 5 H b 1ff 785 784
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Fig.3 PCR amplification results of Inclusion Body Hepa-
titis virus DNA

AL E R 68. 7% ~96. 9%, 5 11 B FAV [ HEV
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e B o (& 5) AR IR 7 Bk 5 1 B FAV
RGO FR BT REE 5 I 4 B 10 B FAV
SRR, S ME 8 A9 RUAN 1 AUA X A, 5 I
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A o
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Fig. 4 The nucleotides homology comparison of the isolated virus and other viruses
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FAV TE AT 19 B S o 4 vb i & o e i > — RO
TSRS Y. 1 B FAV Al RULE X IR 3 5
IH JEHG U ke 7 384 5 7 W] LAAR 4 3t 43 85 1 B FAV,
A 2 P4 2 H 3 0 DNA,L 517 PCR %
SE T A 5> B B B .l i SPE XS IR FE AT w0
W5 IR B8 $2 B DNALgE4T PCR %5E )5 70 8
2P R EPES S E i R SO PLY S E SR TR (2
FH X W H b 5 J5 AR WLAR Mg A2, x5 1 B
FAV H Al 53 25 Bk 1 R0 AN 58 4 — 250, 38 3 09 )R 1
AR A8 AR TR I 51 I R B A R RS il AN TR
PR EESTF AR S5 o 3 A o o 5 1) 14 5 80 A BUBE XS
JIE L AEXG IR 17 H R RS BUR 4R B DNA,

Hexon H & FAVI W FEEMED . E5 A
SR E ML 4 R FAV T 55t
Hexon & & A 3 % 019 J& IV J& K 5 1 BTt o
oA TR 1) T S P S D R S R L S P AL AR 1
FIAR A 32 SR AP VR G  RE IR L 5 SO P % UIAH ¢ L [
HEAE N2 Wb R B A B i R AT . hexon B
PR 80 ) B2 AE 2 2 829 bp, 4 943 N E LR, &
o B 5 | B A T G 5 I A5 A T DR AP R T R E R
A RERRT PR  PUR R . By O B A
FERR SR 2 Hexon M R EHUE XY . 4R
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. Je8 A S A7 D R S 8 R R ) ol e S M i ok E
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IR 721200 B 9 2k R R heavon J2 W58 30 il
JUR B RS R AR e B 4 S AR ER L
L4 454550 KR B RR 1Y hexon J7 51 H5 C A A
I e IO B PR EA T S b S P 4 A A AT S
SRR T FAV BB OF AT X 4 [ — A
ANE MG B . AR, ) hexon i H Y 5 H Bt
A1 EAT PCR &8 5 va b I 5 1 Be 3 1 % 4k

WA psl. etk S 1l FAV AR IE e K %
KA RS MG 4 BB, i 5 I RE A
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