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Abstract: To explore the feasibility of attenuated Salmonella typhimurium as the carrier of por-
cine epidemic diarrhea virus (PEDV) S gene, the biological characteristics of three recombinant
attenuated Salmonella strains harboring varying length of PEDV S gene were researched. The bi-
ological characteristics research of SLL7207 (pVAX-S,0450) (456 bp,encoding 499-650 amino acid
of N-termanal S protein,SL7207 (pVAX- S,e075) (873 bp,encoding 499-789 amino acid of N-ter-
manal S protein) ,SL7207(pVAXD-S, ;) (2 367 bp.encoding 1-789 amino acid of N-termanal S
protein) which harboring PEDV S genes in varying length plasmid DNA showed:SL7207(pVAX-
Sio0-650 )+ SL7207 (pVAX-S,00750 ) and SL7207 (pVAXD-S,;50) were steady in vivo/vitro;the target

genes could be transcribed in the ileum tissue of mouse;recombinant strains could colonize in liver
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and spleen of mice and gradually eliminated by host;safety to BALB/c mouse at the dosage of 1X

10° CFU by oral administration. All of this,demonstrating the attenuated S. typhimurium could

be the carrier of PEDV S gene and laying the foundation for evaluating the immunogenicity of re-

combinant attenuated Salmonella strains in piglet.

Key words: porcine epidemic diarrhea virus;S gene;attenuated Salmonella typhimurium ;oral ad-

ministration; biological characteristics
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Fig. 1 The amplification of PEDV Sy 450 ,S199-780
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ALY pVAX-Sy00 450 19 COS-T 2 5 B. 555 pVAX-Sy00 50 (1) COS-7 4l 5 C. #5 Y% pVAXL 15 COS-7 40 il

A. pVAX-S,9650 transfected COS-7 cell; B. pVAX-S,g9750 transfected COS-7 cell; C. pVAX1 transfected COS-7 cell
4 pVAX-Sy9650 \PVAX-Sy99.789 REFYHEZEEENNAETE

Fig.4 Indirect immunofluorescence detection of the expression of pVAX-S;99.650 , PVAX-S.99-789
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. - EcoR | ;6. Identification of Salmonella S1.7207 (pVAX-
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Fig. 6 Growth curve of the recombinant Salmonella typhimurium strains
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Fig.7 The stability of recombinant Salmonella typhimurium strains harbouring plasmids in vitro
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Fig. 8 The stability of recombinant Salmonella typhimurium strains harbouring plasmids in vivo
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1,3,5,7 post-immunization with PBS
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Fig. 9 RT-PCR to detect the transcription of S gene in ileum
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A [F] B AR B 3 2 /0N BT S L PN 24T 3 ) i 2 A 7 5
HRGEE 2 A HEBAT T R REES 1
JA TR RS L BT S SRR R T RS 56 3 R
PR T BUL TR O L T R A R VR B LL SL7207
(pVAXD-S, 75 ) JLF N %, M SL7207 (pVAX-

N —A—SL7207(pVAX-S
250 —#—SL7207(pVAX-S, 5, -4,)
200 ——SL7207(pVAXD-S

150
100
50

O 1 1 1 <
1 2 3 4 5

499»650)

1-789)

T
Bacterial counts

WS I E)/JE - Weeks past first immunization

10 EAFHKRE (A)FR(B) fFEYIEHE

. —— SL7207(pVAX-S

Sise7s9 ) ~SL7207 (pV AX-S 99.650 ) AT5 SR AT BH & 7 5 %] .
XM E VD] I B 58 BTORL L 3 ) 7 B PL A
T8 B AELA5 0 A ) 1< B2 OB DNA 1% 51 21 1 Ak 72 14
WG RE PEATAE — € 19 22 57 #5417 ik DNA K
KB DTG VD T) B PR o T 9 AR R LA B
(K 10,

499-650)

200 —#— SL7207(pVAX-S,, .c,)

—— SL7207(pVAXD-S, )

150
100

50

WK
Bacterial counts

0 . L -
1 2 3 4 5
Y HJEINa)/E Weeks past first immunization

Fig. 10 Colonization of recombinant Salmonella typhimurium in liver (A) and spleen (B)
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