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Abstract: Haemophilus parasuis was one of the common bacterial disease pathogen of pigs,clini-
cally characterized by fibrinous polyserositis, fibrinous arthritis and meningitis. It had importance
significance that the expressed proteins of different virulent H. parasuis strains were profiled by
the comparative proteomic approach to reveal the mechanism of pathogenisis. We chose 2 different
virulent stains,stain A and stain B,of H. parasuis serotype 4 for comparative analysis, 10 differ-
ently expressed proteins were analyzed and identified by 2-DE and MALDI-TOF-MS. In all pro-
teins differentially expressed, 3 protein spots were upregulated in strain A, they were glutamyl-
tRNA synthetase, cysteine synthase and hypothetical protein,and 7 protein spots were upregulat-
ed in strain B included YaeT protein Comp85), CTP synthetase, aspartyl-tRNA synthetase (3

spots) ,uridylate kinase, protein-export chaperone SecB and so on. The function of expressed pro-
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teins mainly consisted of protein biosynthesis,amino-acid biosynthesis and pyrimidine biosynthe-

sis. These results further enrich the information of virulence factors and pathogenic mechanisms

of the H. parasuis strains,and also lay a foundation for study of immune proteomic.
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Fig. 2 The silver stain map of Haemophilus parasuis strain A and strain B
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