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[Abstract] Apicomplexa is a protozoan class of obligate intracellular parasites, including many important
human and veterinary pathogens such as Toxoplasma gondii, Cryptosporidium spp., Plasmodium spp., Babesia
spp- » Eimeria spp. and so on. The infection and disease of Apicomplexa is an important research area, howev-
er, the molecular mechanisms underlying transcriptional regulation in apicomplexan parasites remain obscure.
Previous studies suggested that the apicomplexan AP2 (ApiAP2) family of DNA binding proteins may be a

major class of transcriptional regulators in Apicomplexan. In this article, the latest progress for the function of

AP2 proteins was reviewed.
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FECE SR AR ARA TR Radkeds 1 KT
150 A 22 58 7 W01 % & B B g i APIAP2 2R 1T Y
mRNA , 7E 08 P75 5 4 i 40 Ak i s B ep ) X 15
mRNA H1 i AP2IX-9 mRNA R K 53 i £, &
FHAKE L, APIX-9% HAUAETE T R W 22 58 + 19 24
FRLAZ T T T G R G B v U 2 A o
ik, AP2IX-9H Y8 1 4 35 AT LB 1 sl /b 2 41
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ik s BRI RB], — M R BUE S AYRNA
Wy ek wos, HRJLA ApiAP2 E A WA R
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pfd0985w . pf11_0442 F pff0200c ¢ - 1 (1 Fi -+ 44
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HH1 (Plasmodium falciparum erythrocyte membrane
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FrEMN G T EAARE RS ER/NE T
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Campbell 555 & BT (9 Api AP2 2 10 45 & i
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AT HGE T B — A ApiAP2 1Y HE S
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A E A T D R e e — Oy =0 TS sl A
TR S AL T EEAP2-GEE 1, W AT
AP2-GHE Ui 46 96 It A% B 0 1Y RE

E— i R SRR AP2-GIY K- 22
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