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Development of colloidal gold strip for detection of Listeria monocytogenes
PAN Xiu-hua, MENG Xian-rong, LI Shao-wen, ZHANG Chao, XIE Shi-qi, YAN Shao-xia, CAl Xu-wang
(Key Lab of Veterinary Diagnostics Innovation in Agricultural Ministry, College of Veterinary
Medicine, Huazhong Agricultural University, Hubei Wuhan 430070, China)

Abstract: Objective To develop a colloidal gold strip for detection of Listeria monocytogenenes (LM) based on the
monoclonal antibody against LM internalin A (InlA) protein. Methods After analyzing the antigenic epitopes of LM inlA
full-length gene encoded protein using DNAStar software, the target inlA gene fragment was selected to construct the
prokaryotic expression plasmid, and the recombinant InlA protein was prepared by inducible expression and used to immunize
the BALB/¢ mice. The specific monoclonal antibody against LM InlA protein was prepared. Based on the principle of double-
antibody sandwich method, the colloidal gold strip was developed, and its specificity, sensitivity, and stability were
evaluated. Results Two hybridoma cell lines were identified to specifically secret anti-InlA monoclonal antibodies, and the
antibody subclasses were IgG1 subtype. The antibody titers of acites were 1: 64 000. The colloidal gold strip showed positive
reaction with the LM strains, but showed negative reactions with Listeria other than LM, as well as other food-borne bacteria
such as Streptococcus, Salmonella typhimurium and EHEC O157: H7. The detection limits for LM pure cultures and analog
samples were 2.4 x 10° and 4.0 x 10° cfu/ml, respectively. The strip could be stored at 4 °C for more than 16 weeks.

Conclusion The colloidal gold strip could be used to detect LM in food sample rapidly, sensitively and accurately.
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Figure 3 Specificity test of the detection strip
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Figure 4 Sensitivity test of the detection strip
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A multiplex PCR assay for animal origin Campylobacter jejuni and Campylobacter coli
GAI Wen-yan, WANG Jun-wei, WANG Juan, QU Zhi-na, HUANG Xiu-mei,
ZHAO Si-jun, LI Yu-qing, ZHAI Hai-hua
(China Animal Health and Epidemiology Center, Laboratory of Quality and Safety Risk Assessment for
Livestock and Poultry Products (Qingdao), Ministry of Agriculture, Shandong Qingdao 266032, China)

Abstract. Objective
Methods Specific primer pairs were designed based on the sequence of 16S rRNA gene, hippuricase gene and 16S-
23S rRNA gene. 37 strains were detected by the mPCR and "gene CAM nested PCR assay kit. Results

To establish a multiplex PCR ( mPCR) method to identity Campylobacter jejuni and Campylobacter
coli.
The results
showed that the species-specific product could be detected after amplification of the DNA template of C. jejuni and C. colt,
while other strains could not be detected. The sensibility for detection of C. jejuni and C. coli was 0. 81 and 0.93 pg/pl,
respectively. The coincidence rate mPCR method and nested PCR assay kit was 100% . Coincidence of the two methods
Conclusion

with the national standard method were also over 97%. This new method was rapid, convenient, highly

specific, sensitive and repeatable. It could be used for rapid identification of Campylobacter spp. .
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