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Abstract: In this study,soybean cotyledonary node of Jidou 15, Wuxing 2 and NF - 58 were used as materials. An efficient
Agrobacterium-mediated gene transformation system based on the examinations of several factors influencing transformation effi-
ciency was developed for soybean. The results indicated that the optimum transformation conditions were as follow: seeds ger-
minated 6 days, 4°C low temperature treatment, 20 mg - L. ™" anti-oxidant silver nitrate during co-cultivation, ultrasonic treat-
ment for infected explants 30 s. In the above condition, PCR-positive rate was 0. 97%. Using the optimized system an stress-
resistant gene AtNHXS was transformed. Using the optimized system, the gene was transformed into soybean Wuxing 2. After
detected the transgenic plants resistant to glufosinate by PCR, the transformation efficiency was 0. 23%. The expression of At-

NHXS5 was assessed by RT-PCR analysis. One positive plant of T, generation was obtained by detection of PCR, which has salt-

tolerance. It preliminarily demonstrated that the target gene was integrated into the soybean genome.
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pCAMBIA3301 , iZ Bkint A GUS iz 45 K& BRI AT R &
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pHS. 4 JEAEH K ZE 0Dy, =0. 6, K SME A AE f=
IR 30 min BRIF VIO R SPHITERCE — 208
AR FEMARILRE IR I, T 25 + 1CHERT IR 5 d,

TERE LR X 5 R AL R 2R R Infp
TR RS [E] (5, 6, 7 d) (FiAb#RE B (4°C A%
i 25°C H AL 73 AL FE 24 h) A ALFR (O,
20, 30, 40 s) DL R AE LR SR B SR B rh S A [7] e
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Fig. 1 Effect of different germinating days
on the induction of multiple shoots
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Fig. 3 Effect of different supersonic time

on average number of multiple shoots
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Fig. 4 Effect of different concentration of vitamin C and AgNO, on average number of multiple shoots
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A :Seeds germinated on the GM; B Co-culture; C:Formation of transgenic shoots from the callus; D:Shoots elongation on the SEM;

E: T, plantlet with healthy roots growing on the rooting medium; F:T, generation were pod.
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Fig. 6 Transient expression of GUS gene
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Tl CE R W) o 43 S0l B B0 A AR R X6 RERE R 11
iR DNA, LS GUS e 25 2 PR 5 ks Ay BH A X

M, LLF primer R primer 24 5| #)#47 PCR 973, 2
LKA (&1 7) , v DA, BHPE R AT 4 BR P AR AR
PRAE 300 bp Ab3spka il 2 K8 Sk 55ty o A6 BT I iy
130 ANk, BHPEAR R 18 A, AR 4l i 4 A 1A 44
(1 850 4~) TR E AL 3R R 0.97% , #] 253iF B
GUS {5 A E L ARN A 2 S RERHFA P,



2 W ARG RE M IR AR R AL Sl 5 ] ANHXS 105 At 5e

209

M:DNA marker( DL2000) ; P FHPEXT ;N BIPEXT B 4 K0 1R 55 ~ 11 e fpf ik
M:DNA marker( DL2000) ;P Positive control ; N : Negative control;4:H,0; 5-11 :Transgenic plants.
7 ERLIERRR PCR &
Fig. 7 Detection of transgenic plants by PCR
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Fig. 8 Detection of T, transgenic plants by PCR

480 bp

B9 T, REALHE¥A RT-PCR &7
Fig. 9 Detection of T, transgenic plants by RT-PCR
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IPIBEMES, KB PCR Kl Ay B 1 8 5 Ak A
PRABIRBEAS T A2 K (I 1TA) X FRAE R - E
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Fig. 10 Detection of T, transgenic plants by PCR
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Fig. 11 The salt - tolerance of T, transgenic seeding

with AtNHX5
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